Heller Ehrman White & McAuliffe LLP 
Sheet 1 of 22 

Title: SINGLE NUCLEOTIDE POLYMORPHISMS 
AND MUTATIONS ON ALPHA-2-MACROGLOBULIN 
Serial No.: To Be Assigned Applicants: Becker et al. 
Date of Filing: 06/26/03 Atry Docket: 37481-3323B 

THE FIGURE 



1 TCTTTGCATCCAATACTCCAACTTCTCTGTGGCTGACCAAAGAATTGGCACCTAT.CTTGCCAGTCAGGTAGTTCTGATGG 

81 GTCCAGCACAGACTGGCTGCCTGGGGGAGAAAGACAGCATTGATTTGAAGTGGTGAACACTATAACTCCCCTAGCTCATC 

161 ACAAAACAAGCAGACAAGAACCACAGCTTCCTGCTTCTCCCTGAGAAGAGAAAGGATTGTTAGAATCTCCCACAACCTCC 

2 4 1 AACAAGGCTGATTGATAGGAACCTTCTCCTATACAAGACTAGTCTGTGAAGAATGGGAGAGGTGCCTTCCTTTGTCTAAT 

321 GC AGAGGCAAC AAC AC AG AGAGTC AAAG AAAATGAAG AATT AGGC AAAG AT AT TC CTT TAAAGAGG AACAAAAT ACAT TC 

4 01 TAGAAATTAACACTAATGAAATGGAATTATGTGATTTACTTTATGGAGAATTCAAAATAATTCTCATAAAGATGCTCACT 

4 81 GAAGTCAAAAGAACAATGTATGAGCAGTGAGAATTTCAACAAAACCACAAAAAGTATCAAAAGGTACCAAGCAGAAATCA 

5 61 TTG AGCT G AAG AAC ACAGTAACT T AAAAATT C ACT AT AAG AGTT C^\AT AGCAAACT AGAT AAAGCAG AAG AAAAGAT C AG 
641 TT AAT TT GAACACCAGT C AT TGG AAGT AGT T C AG T C AG AAG AG AAAAAAAG ACAAAG AAAT AAAAAGT GT AG AAAACC T A 
721 AGG AACTT AT GT AG C ACC AT CAAATTGACCAT T AT ACAAAT TAT GAG AGT C AG AAAAG GAGAATAGAAAGAG AAAG AAAG 
801 AAAAAACTT ATT C AT AGAAATAAT G ACT AAAACCTTCTCAACCTGAAAAAGG AAAT GG AAT CC^GGTTCAAAAATAACT A 
881 AGT AAG AT GAACC CAATGAAAT CCACAT AAAAATAC AT AAT CAT T AAATT AT CAAAAGT AAAAG AG AATTTT C AAAG CAA 
9 61 TAAGAGAACAGTGACTTGTAAGATAGACAAGATGCCTGATAAGATGATCAGCTGGTTTTTCAGCAGAAATTTGCAGTCCA 

1041 GAAGGCAGTG AAATT ATTCACAGTGGTAAAAT AAT ACAAACCTGCTAACCAAGAAT ACT AT ACCTGGGAAACCTGTC CAT 

1121 CAAAAATGGAGGAGT AATAAAGACTTTCTCAGACAAACGAAAGCTGAGGGAGTTCATCACCTCT AGATTTGTCTT ACCAG 

1201 AAATGCTAAAGAGAGTTTTTCAACTGAAAGAAAAGGACACTAAACAGCAACACAATATCAAGAGAAGGTATGAAACTGAT 

1281 TGGCAAAGGCAAAT ATAAAGAAAAACACATGATACTGT ATTACTGTAATGCTAGTAAGTCACTTTTACTTCCAGTTAAAA 

13 61 GTT AAAAGAG AAAAGT ATT AAAAAT AAC AAACT AAAAT ATGTT T TAAAACAT AAAATAG AT ATCAATTTTCAC AAAAAT A 

14 41 AAGTGTGTAGGGACAGATGATAAAGGGCAAAGTTTTTGTATGTGATTAAACTGAAGTTGTTATCAGCTTAAAACAGACTG 
1521 CT ATAACTACAAGATATTTTGTGTAGACTCCAAGGTAACCCCAAAAAGTCT ATAAAAGTTACACAAAAGACAGAGATTTA 
1601 AAAATCAAAGTATATTGGTACACAAAAAAACAAT AAAACACAAGGAAGACAGGAAGAGAGGAAAAGACAGACAAAATAAT 
1681 T ACAAGGCT AACAT AAAACAACT AACAT GGC AAAAAT AAAT CTT CCC CTATC AAC AATT ACTTT AAAT G CAAATTGAGT A 
17 61 AAC CT CCCAATG AAAACAC AT AT AGTGACTGAAAAG T T AAAAAAAC AGACC CAAAT AT ATTCT AT AT ACAAGGT ACTT AC 
1841 T T TAGATT TAAGAAC AC ACAT AGGCTG AAAGTGAAGGGATGAAAAAGAT AT CCCATGCAAATGGT AAT CACAAG AGAGT A 
1921 GGTGACAGGGCAGGAGTATCATCATCTTGGACAAGCACTGGCATTTTAAAGTTCCCCTTAATCAAAAACTGCCCCAAAGG 
2001 GC AT TGGCCT AATGG CTAACGT C AGC ATGACCAT AAACC ACAAATGACAT CT CT GACC AGAAACATT C CAACACGAAAAT 
2081 AAACC CTCCCCGACCAGAGATATGCCTGCCCCAAGAT AAC CTCCCCTCCGGCCAGAGAGATGTCAGCCCCAAGATAACTT 
2161 TCCCTCTGACCAGAGACATTCCAACCCCACAATAAACTTCTCCTCCACACAGAAACATTCCAAGCCTGTGATAAGCTCTC 
2241 TCACCCTAAAACCCTTAAATACTCTTAGTCTGTAAGAGAGAGTGGTCCTGACTAAAATTGGCCAGAAGCCCCTCTCAGGT 
2321 TTATTCTCCAAAATAAACCTGTCTTTGACTGTTGAGCCACTAATCGTGTTTCTTTCCTCTTTCTTTAACTCTTACATTTG 
24 01 GTGCCAAAACCCAGGACGGGTGTTGTGGGTAGAGGCTCTCTTGCAACCCAGGAAGCAGTGGGCAGTGGCAGCTCATCCCA 
24 81 CTGGATCCTGAGAGTCTCTGGCCAACCACCCCATCTTGCCTCTTACTTCACTTTTCAAGTGATTTACATGAGCAGGACAA 
2561 CTAACCTGAAGGGAACTGTGAGGCTCAGGCTGGGGCTACTCTCCAGTGGGCTCTCAGAGTCCTGAGACCTGACCACTTCT 
2 641 GACCACCCACAGTGGGTATTTTGCTCTCTAACACTTGTCCCCTCCTCCTCCCTCATCCTCACTTTCCTTTCTCTCTGTCT 
2 7 21 CTCTCTGTCTCTCTCTCTCTCTCTCTCTTCCTCATGTGGCTCTGGTTCAAGAGGCCCTTTGCCAATTCCAACTGGAACAT 
2801 CCAATATTGGACACTAATCCAGCCAACTGGTAAGATCTGCCTTCCCCTGACTTTCTCATGGT ACCCGGGAAAGTCAGGTA 

2 881 TGCCATCCTGATCCTCAGAGGACCAGTGGGACTAGGCTAGAAGAAATCTTGGGGACACCCAGTTTCTTCTCAGCTTAATT 
2961 GTTCTCTTTAGAAAGAGGATTCTGGGTCTCTGTCTTTTGTCTGGGGACACCTACAACAAAAACAGACACCCTAGGCTTCT 
3041 TCTTACCAGTCCACATAGGTGCTCAACAATCCAAAATTCCTATGTCCTCTCCACTGAGCTGTCTCCTTCACAGCCTTGCC 
3121 AAACTTGGCTTATGGGAAGCATAAAGCCAAAGTGTTTGGCTTTTTATTGCAACGTGGCCGGGCCCCAGTGCAAATTAGAT 
3201 AATGACAGCTAATGGCCCGAAAATGGCACCTTTGATTTTTCAAATTCTCAGGGACCTTGACAACTTTATAACCAGGAACA 
3281 GCAAATGGCAGGAGGTTCTTGCCTGAATATTCAGGCTTTCTTCTACCTAAGATCCTGACCCTCCCTGTGTCAAGCTTGCA 
3361 CCCCTCATGAAATCCTTCTTAATAAAACCCTCCCCAGGTTTCTCCTTCCTCTGAAATTCCTTCCTTCTAAACCCCTTCCT 
34 41 CTGAAACCCCTTTTGACCCTACAGATGAATGCCCTCTCTATCCTCATCCCCCTGGATCCACTTCTTGCCTGTCCGAACCC 
3521 TCAGCCCCAAACTCCACTCTTCCTCCTTCTCCACCTGTTACTCATTCAAAAACTGCTTCAACCAGTCAAACCACCTCTGC 
3601 CTTTCTCCTACTCTGGGAAGTGGCTAGGGTCGAAGGTATTGCTTGTGTTCATGTCCCTTTCTCCATGTCTGATTTGTCAC 

3 681 AGATTAAACAGCACCTTGGATCTTTCTCTGAAAATCCCTCTCATTATCACAGGGAATTCCTGCACATAACCCAATCCTTT 

37 61 AATTTAACTTGGTATATTATTTACATAATTCTAACCTCAACCCTCACCCCTGATGAAAAAGAGCACTCAGCTTAACTAAA 

38 41 ATCGATGTCCAAGCTATGAGTATATTCAAAGGCCTTTATGTTTTTCTCTTCATAAATCTTGTTTTCCTGGAAAAGGTTTT 

3 92 1 TTCCCAGTCAACTGAATTACTTTTCTCCATTCTTTCTTGCCACTCTTGGTGCAGGTATTAAAGACCCTAAAATGACTTCT 
4001 GGTGGCCTGGGATTCCTTGGGAAAACAGAAAAGTTGCCACAAATCCCATTTGGGGAAAAACCTTTGTTTTCGTTGTGGAA 

4 081 CCCCTGGAATTAGAGGTAAATAAGTACCTCTCAAAATCTGTCTTTGTCTCTCAGCTTTACTTGTTTATTAGGCCCTGGAA 
4161 ATTATTTTCCTAGCCCTGTTCTTAAAGGGCCTCACCCAAAGGCCAATAATCCAATTGGAAAATTAGAAAAAAAATCTTAT 
4 2 4 1 AACTACTGGATTTTCTTCTGGTTGTCTGTGTGGCTATATATGTGTTAGGTGTGCAATGTCTATTTAAAAAGCTCTAATTG 
4 321 ACTGGCCTAAGAAAAATAAGTGCTTAAATCAAATATTTTTAGAGGAAAAGTAAAAGCTATGGGACCTTTCAGTTCACGTG 
4 4 01 ACTTTAATCTTTAAAACTTACTGGCACAGTAAAATTAGAAATGTTTTAAGAGTTGCCAGCATACATTTTTGTTTGCATTT 
4 4 81 ATTAATCAAGCAATTTCATACTTATCTCTGCCAAATACTATTAGGTGTCAAAATTTGGCATAGAGACTACAAAACTATAA 
4 561 CTCAGCCCAAACAGAATAATCTTTGCTTGTGTAATTTTTTAATAAATGAAACATTAATATTGGTTTAATAAAGATAGCTT 
4 641 CATCTTGAACTATTT AGTGAAATACCCTAACTTCTAATTTTGTGGCCTTAGGCAGTCTAGTGCACAGACATGAAGGAAGT 
4 721 TTGCTTTGGGAAAGGACTGTTATCATCTTTGATATTAAAGAAAAGAGAATTTATACAAAAAAGAATCATATATGGTAAAT 
4 801 TCCTGTCCTGAAGTAAATTAACTAGTTGTTTAAAGAGAGGGATGTTTACAACAAAGTCGAGGCATGTCAGAGACTGTCCA 
4 881 TGTAAGTCATGAAAAAATTTATAAAAGGGAATTTATGCAAGAAATGTTGTACAATTTAAAAGTGATTAGGACTCCTGAAT 

4 9 61 GCTTTATAAAATGCCATATAACTCTTAGCTGTACAACTTGCCTGCTTTGCAGCTAGGTAAGACCTAGGACACATGGAGTT 
5041 AAATGCTGGAATAAGTCGGACCTTATCTGAACTTCTGTCTGGGTCCTAGGCTCTCCACCTAGTACATAATTAAAATCCCA 

5 j. 2 1 AACTTACCAACAAAAGTAAAGGTTGCTAAAAGTTAACAGTGTAACATGTATTTAAGACTATTGAAAAAACAGTTTACATA 
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TACTTTTGGTAAAAAGATTATAAGGAGGCATGAGAATGTGGATTTTTACCTAGATTAAAAGGTTAAAGAATTGTTTTAAG 
TTGAATAAAATAAAAATGAAGGTTTAAGCAAGTTTTGGAAGGTTAATTGTAAAGGAAATTCTGTGTGTAAATATATTGGC 
TAAAGTTGAAGAAGTATCATCCAGTTTTTCTGTAAACTGACATTAAAATAAAAGCACAGTGGGTTTGGTTTCTCTTAAAG 
CACTAACCTGCTCTTTAACAAAAATTATAAAGGGTTAAAAAGGGTCTATAGAAATCTTACCTTATGGTCAAACATTAAAA 
TCGGGTAAATGTATCTACAAGGTTCTATTAAAAATTGAGTTTAACATTAGTAGCACACTAATATAAAGGTTTAGCTTATT 
TGGTATAAAATCATACAGGAAGCATTGTCAAATATAAAATGGTGTTTGGCTTTCTTTGGGCTATATTTGCATACATATGT 
TATTGGTATGTGTTCCAAAGTTATAAGAGACTCCTATATTTCTGATATATCTTAGTGTACGTTATCAGTAATAATTATAA 
TTGTTATGTTAAAATATTGCATGCCACAAAGGTAACAGATATTCTTGTCAATTGTAACTTTATGGCTACTATAAAACTTT 
TTGTCATCCATAAACAATTGTTGTCTTGTTTTTGGTCCCCTAGAGACTGAAGTAATCTTTTTTACTTTTTGAGTATATTT 
AAGTTATGGCAATATAGTTATTTCCATCAGTGCAATAAGAATCTGTTTTATTTTGTAACAGAACATGATTTGAAAAACTG 
GTTATTTTACCAAGGCTTTGACTGGAGAGGTGTGCTGTCCTTTAAGGAATCAAACTTGACTTATGGAGCCAATAAAACTC 
6081 TCGGGAAACTGGCCTCATATTTTATGTGCACAGTCCCTGTACAGGGTTTCTGACCTGTGGTAAGTAAAGAATGTCACTTT 
6 1 6 1 CTGACAGGCCAGTACCCCCAAGTTATCTTGGAACCTCAGGAGGAGAGGAATTCACCCAACTCATAGGTATTTAATGGTAC 
AATTCCATGACTGGGCTCAGCTTTAAAAGGCCTTATCTCAGATTCCTTCTATGGAACAAAATTCCATCAATGCCAGTTTA 
AAAGGCCTAGGTAACAAATAATTATTCTTGCTGCACTGTATGCAAATAATTAAACCAAGTATAATAATGCAAACCATTCC 
64 01 TACCATGATTTATTTTTTAATAACGGTTACTGGCAGAAAATAACACGTGGCCCTTTCCAAACATGTGCCTCTGCCTCTCA 

6 4 8 I TTAGGTAAGGAATGTTGCTTCTATCTCAACCAATTGGGCCGAGTAAGAAACACTGCTAAATAACTTAAAGAAAGGGCCAA 
AGAGCT AAGGG AAT TCCAAAAC AAC CAAAT GGATT CTTGATTTGGGAAAAAAACCAT AG CATGGGT CATCC C ATT CCTGG 
GCCCCCCCCTACTACTATGCCTAGGACTAATGTTCTTACCCTGCCTAATTAATCTTTTCCAGAGATTTTTAACTGACAGG 
ATCATGGCCATTTCAC^GACAACTACCCAAAAACTGCCCCAAAGGGC^TCAGCCTAATGGCTAATGTCAGCATGACCATA 
AACCAC AAAT GACATCT CTGACCAGAAACATTCCAACACGAAAAT AAACCCCT CCCCAGCCAGAGACATGCCCATC CCAA 
GATAACCTCCTCTCCGGCCAGAGAGATGCAGCCCCAAGATAACCTCCCCTCTGACCAGAGACATTCCAACCCCACAATAA 

6961 ACTTCTCCTCCACACAGAAACATTCCAAGCCTGTGATAAGCTCTCTTACCCTAAAACCCTTAAATACTCTTAGTCTGTAA 

7 0 4 1 GAGAGAGTGGTCCTGACCAAAAATTGGTCAGAATCCCCTCTCAGGTTTATTCTCCAAAATAAACCTGTCTTTCACTGTTG 
AGCCATTTTTCATGTTTCTTTCCTCTTTCTTTAACTCTTACAGGAGGAGTGGCTACACTTATATCAGATAAAATAGACTG 
AGTT AAAAACTGT T ACAAG AG AC C AAAAGGGAAAT TTTAT AATG AT AAAAGGGT C AAT T CAAC AGGAATAT AT AAC AATT 
ACAAT T AT ATAT GCAT C CAAC AGT AG AACACCT AAAT AT AT AAAG CAAACATT GG AAAAAC AG AAAAGAGAAATAGGG AG 
CAAT AAAAT AAT AGTAGG AAACT TCAAT ACT ATT TGCAAT AATGG ATAC ATCATTCAGACAGAAAT CTGTAT CCAT AAGA 

7 4 41 AAACAGCAG ACT TGAAT AACACAAT AGACCAAATGG AC C AAACAG ACAT AT GCAGAAT ATT CCACCAAACAGCAGCTGAA 
7521 T ACAT ACT CT T CT CAT GTGC ACTCAG ATCCTT CCCC AGGAT AAGT CACATATT AAGTCACAAAAT AAGT TAT AACAAATT 
7 601 T AGAAAGAT TG AAAT C ACACC AAGTGTCT TT CT GGCCACAACAAAAT T AAACTATAAATCAAT AACAGAAGGAAG ACTGG 

7 681 AAAAATAAAAAAT ACAT AGAT ATT AAACAACAG ACT CTT GAAAAGT CAT TGAGT GAAAGAAG GAAT CAAG AAGGAAT TT A 
7 7 6 1 AAGTG CCTT AAT ACAAAT GAAAACAAAAATAAAAAACACT AAAAT T ATGG TAT T CAGCAAAAGCACT ATTAAGAAGG AGG 

T TTACTGTGAT AAAT AC CT ACATT AACAAAGAACAAAGAT CT AAAAT AATCAACCCAAATTT AT ACTTCAAGAGGCTAGA 
AAAAG AAC AAACT AAGCTC AAAAT T AGCAGAGAAAGAAAT AACAAAAAT TAG AGAAGAAAT AAAT AAAACAAGAAAAGAA 
AAAAAT C AAAG AG G CT C AGTGGGTT T TTTGAAAAAAAT AATT AAC ACACCCTTATTTAGACTAAAAAAAAAGAAATGAAA 
G AAG AT ACATT ATAACT GCT C TTT T AGAAAT AAAAATGAT CAT AAGTG AAC AAAT ATGTCAACT AAT CG AATAACCT AGA 
AGAAT TGT GT AAAT TCCC AAAT ACACAAAACATGT C AAAAGT AAAAATC AAGAAAGT T TG AACAGAC CT AT C ATT AGT AT 
GGAG AT TT AATG AAT AACAAAAAT CCT T CTAACAAATAAAAACC C AGGATC AG AT AGCTTC ACAGGT AG ATT CT AATACA 
8321 CATTTTTTTAAAAAAGTGCCAATCAGTCTCAAATGCTTCCAAAAAGTGAGAGAACACTTCCAAACTCATTTTATAAGGCC 

8 4 0 1 AG T AGCAC ACTGCT AC CAAAG CC AGAC AAGGACACTACAAGAAAAAAAAAATG ACAGGCCAAT AT CT CTG ATGAAT ATAG 
ATGCAAAAAAT ATTT T AAAAAT AT TAGGAAAT AGAAT CC AAC AGCACATTAAAGGGAT CAT ACAT CATGACC AAGTAGTA 
TTTATTCCCAGGATGCAAGGATGGTTCAGTATGTATAAATTTGTACCACATTCACAGAATAAAGGGAAAAAAAATCACAT 
AAT T AT AT AAAT ACAAGC AG AG AAAGC ATTTGACAAAATT C AACATTCTTTC ATGT TAAAAACT CT C AAGAAACT ATAAA 
T AGG AGAGTATCT CAAC AT AAT ACAGGCTAT AT ATG AAAGG CCCAT AG AT AATATCAG AC T CAACGG T GAAAAGTTGAAA 
GCTTTTCCTTTAAGAACAGGAGCAAGGCAATGATGCCCACTCTTGCCACTTTTATTCAATATAGAACCAAAGCCCTAGCC 
AGAACAGTTAGGTAAGAAAAATAAATT AAAGC CT ACCAAAT CAGAAAGGAAGAGAT AAAC T TTT T CC TGT TTGCTGATG C 
CAT TAT ATT ATGT ATT AAAAAT CCCAAAGGCT CCAT TTT AAAAAACTGTTAAAACT AAT AC ACAAAT AC AGT AAG ATT GC 

9041 AAGCT ACAAAAT CAACTT AC AAAAAT C AGTTG CATTTCT AT AC AC T AGC AAT AAACT CTG AAAAGGAAAT T AAGACAACA 
9 1 2 I ATCCCATTTACAATAGCACAAAAAAGAATTAAATACTTAAGGAAAAACTTTTCCAAGGAAGTGAAAGACCTGTGTCTGGA 
AAC AAAAAC AT T GAT G AAAG AAAT T AAG ACACAATT AAAT AAAAAT AT AT AC CAT GTT CATTGATTGGAAGATT TACT AT 
TGTCAAAATAACCATAATATCAAAAGCAATCTATAGATTCAATGCAACCCCTGTCAAAATCACATTGGTATTGTTTAAAA 
AAAT AGAAAAGGAAATCCT AAAAT TT AT AGGG AAT GAG AAAACACCACAAAT AAC AAAAT CAAT CT T GAG AAAGAAGAAG 
AAAGCTGGAGGACTCACACTTCCTAATTTCAAAATTTAGTACAAAACCACAGTAATCAAAACAGTATGGTGCTGGCATAA 
9521 AGACAGATAAACATCAATGACAGAATAGAGATCTCAGGAATAAATGCACCCATAAAAGGTCAACTGGTCTTTGACAAGGG 

9 601 TACCAAGAATACACTAGGGGGAATGGATAGTCCCTTCAACAAATGGTGTGGAGAAAACTGTATATCCATAAGCAAAACAA 
9 681 TAAAATTTGATGTTTATCTTACACCATACACAAGAATTAACTCAAAGTGGATTAAAGACATAAAAGTAAGGCCTGAAACT 

GTAAAACTGATATAAGAAAAAATAAAAGACATGCTTTATGATCTTGGTCTTGGCAATGATTTCTTGGATATGACACCAAA 
ATCACAGACAACGAAAACAAAAACAAATAAGTTGAACTATGTCAAACTGGAAAGCTCTTGCAAAGCAAAGGAATAATCAA 
CAAAGTGAAAAGACAACATATGGAATGGTAGAAAATATTTGCAAACCATGTGTCTGACAAGGGGTTGCTATCCAAAACAT 
ATAAGCAACTCCTACAACTCAACTCAACAGCAAAAAAACTAATAACATGACTTTAAAATGGGCAAGGATCTGAGTAGACA 
T C T TTC AAAAG AAAAC AT ACAAAT GGCC AAT AGGT AT AT GAAAAAATGCTC AAT GCC ACT AAT C AGGG AAATGCAAATCA 
AAACCACAATGAGATATCGCTTCACACATGTCAGGATGCCTATTATCAAATAAAAGACAACAAGTGGTTGGCAAAGATGT 
10241 GGAGAAAACTGGAATCTTTGTATACTGTTGGTGTTAATGCAAAATGGTGCAACTGCTATGGAAACATGGTGTATATATTC 
ATCT ATATTTGT ATAT ATGT AT AT GCAT ATT AT AT AT ACAT GCAT ATAT ATATGCACACATATATGCACACACACATGCA 
CAATGGAATATTGCCTTTTTTAAATGCCAAGATAAGAAACAATTTATTACAGAAGAAAAATTTCTCATCCAAAATATAGA 
AAT C AAT AC AACTT TG CC ACAAT CAAT AT ACACG AAC TGT ACAAAT GT AT ACCCATTC AT AAT TT ACCAAAT AAAAG ATG 
ATT AAC AAAGT T CACAAAAT AG AT GAAAAT ACT T TT AC CC AGGAAAGTT ACAAACC AG ACCT CC AAT TT CT AAAAT AGAA 
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GTTTACTCAGTCTTAGAAAACTACAAGCTAGCAAATGTACGTAGAGCTGGCTGGTGCCAACACCACAGTTGAAACAGTCT 
TTCTAAGGGTCTTTTTAAAAACCCGTTGCCATGGCAGATTCTGGTCACTTGCTACTTTCAAGGTCAAAAACACAATACAA 
AGTCTGACCATTTTCCCAGGTCATGTTTGCTAGCTTGTCTTTATGTACATTTAGAAATATTTGCTAGGTAAAAGTCTTGT 
CGTAAAATTTCCAGTACTACTATGTTTAAAACGTTGAGCTCCCCTATTGAGCTGCCAAAAAGGTAAACAATAATTTTCAA 
GTGTGATAGTTCAAATTCCTCTGCGAGATCTACTACAGAGAAAGGTTCTTTGACATACGGATTTTCTTTAAAGGAATTGA 
TGT AAAAAT T T AAGT AT GT CTGGG AGAAG CT G AAAT CACTCT AGGAC TTC ACT CCCT AG CAAATAAAGT GAT CATTT ACT 

TGGACTCATAGCCTATTAAATTATTGAAAGATACTGTACAAACTATGGCACTGTCACTTTTAAAAAAATGTTTACCACTC 
TATCTTGTGCCGGATCTTCACAGCTGTGACATGGTTTAAATTCCATAATCCATCCCCAATAGGAGCCCACCCAAAGCCAA 
AATCAAATTTATCCATGCACTATAAGATGATCCATCTTAACCTGATACAGTCATCATACTGTAGTTTTTGGAAGGGCTGG 
TTCTGCCCAAGAGAAATTCGTCCTTACAGTTTATTCAGCTGTCTACCATTTGTATGTCGGTGCTGTTTTGAGTGCTACCC 
CCTGCTGGTGGGGCTTTCATACAGCACACAGATGGAGCCATCTTCTCCAATTCTGCAGGACAGACATCTCATAGGTTGAG 
GTGAGCGTGAGTCCAACCCAGAGTGTGAGTTCACTTGGGAAAAGCTTGAACAGCTCCTGACTGCTCGGTCCAATCCACTG 
TGCTGCCTGTCCAGGGGATCCATTTCATGGTTGATGCGAATACAAAGATAACTTGATCTTTTGTATGGCTTTTCTGGGAA 
TCAGTGATGTTTATAATGTTCTGTCAGCAGTTCCTGCAGGCTGTGGCTGAAGGTCTGCAGCTGTTGCCCGTTCGTGAGCC 
CTTTGCTGTGGAGAAACTTGGAGACGAAGGACATGGAGGCGGCCATCTCGCCTACCCTGGTGGTGGCTCTGGGGT AGAAG 
GGATGCAAGGAGGCAGAGGTGGGGCGGCCCGGGAACGCCGGGGCTCGGCTGCGCTGCCTCAGCAGCTGAGCAGCCCCCAG 
GGCTTCCTCACAGAGCAGAGGGCTGACAGGAAGAAAGGGTGTGAGGGGCAGACAGCTACTTTTTTCTTTCATTAGAGTAA 
12001 AAAAG TT ATT TT CT AG ACAGGAAG AGGC AG AAGAG AGGAAGAGAGGAGCGAT GGCGGTTT GG TT ACAT GGCT AGG ACCTC 
1 2 0 8 1 CCCAGCTGCCTCCACCCCTGGCTGCAGAGCCTCTGAAGATCCCAACAGTTGCCTTTCCAGCACCGAAGGGCGAACTTCTT 
T AAAAAG AAGAAAAT TCT GTAT ACGACAAAACTAAT GAAT CTT GAGG ACATT ATGCT CAGTG AAAT AAGT CACAGAAAGA 
CAAAT ACTGCATGATTCCACTT ACATGATTT AT CT AAAACAGCCAAATTC AT AGAAT CAAAGAGT AAAACAGTGGT TATC 
AGGGGCTAAACTGAAGAGGGAACGGGGAGTTTGTAATCAATGG ACAT AAAAT TTC AGTGAAGCAAGGT AAAT AAGCTCTG 
G AGATTTGCT CTACAAT G TTGTACT TAT AGT CGACAAT AAT AT ATTGT ACACTT ACAATT TGT T AAAAGGGAGAT CTCAT 
GTT AAAT GTT CTT AC CACAAT AAAAT AAAATTTTTAAAAGAAAAAAGACACCTGGTGTCTTTTT CTT GTAGCAACCGAAG 
TAAATAGAGATGTATGGGTGTATAGGCATTAGTTTGATTTTCTCTTACGAAGAGGTCTGGATTATAGCCTCCATCTTGAG 
ACCGGAGTCAAGCACTTGAGGTGGGGAATGATGGAGAGATTGGAAGTGGCATTCTTCTCCACAACACCATGGGTTCTGTA 
GTCCCTTGTGCAATTCTGCAATTCTGCCATGATAGTTATTGAGACCAAGACAGGCAAAGTCTAACCAGGGAAAGAAGAGT 
TCTGTAGACTTCCTTCCAATTCTACCAAGGTTGATATTGAGAGCAGGCTTCTTGCCAGCAGCATTAAACCCAACAATCTA 
12881 TACTTCCTAGGACAATCTCTACCTTTGATTTCTGTAAAATAACACTTTTCTGTTTTTCTTCTGAGGCCCCTCCTCCACAG 
12961 ACCAGTTTCTGGATATCTTCTTCTTTATCAGATCTCTAAATGTTGAGATTCTTCT AGATTTAGATCTATGCTGCTTGTTC 
13041 TTTGCACTCTACATTTTCTTCATTCATTTCTACAACTTTTAATAGTGTGTATAGGTAGCTCCCAGATTGCTATTTTCACC 
13121 GTGATTCTCTTGC CTCAT ACT TTTCCCCTCTTTGGTGATGATGTGTCAGCACATTGGCCCTCTCTCT AAT CTTGAAT ACT 
13201 TTATTTCTGTCTGGGGAGTTTAGCACATGCTTCCCTCTGCCTATAATGCTGTATAACTTGCCCTCTCCCTTTTTGCAAGG 
13281 ATAAATTCCCAGCTTAAATGCCATATCATAAGAGAGGT CTT GACTGAATGCACAATCTATGTTGGATCT CCCT GGATGTT 
CAGGGAAGAAAAGAAACATTTTTTTCTTTCACAGCATTTATCATCATATGGAATTACCTTATTTAATTTATTTGTTTATA 
TACTTTGATCTGTATTCTTCCACAGGAATGTATAATCCCCAATGGCAGGAACATGTGGTTTTTGTTAACCACAGAACAGT 
ATCTGATACAAAATATGCATTAAAATTCTTGTGAACTGACTAAATAATATCCATCTCTCCACTTGATTGCTTTACTTGCC 
ACACATCCCCAGTACCTAATTCAAGAGCTTGGCrCATTGTCAGCCTTTAAATATTGACTGAACCCAATTAATCACTTTTT 
T CTT T AACTT CT GAACT CT GTGCCCAGCT CCCT ACTTGAAT AGCT T CACTGGATAT CT CAAAAGAACCT CAAAT TCAAT A 
TGTCTACTTTCCCTATCTGTTATTAGCAACAAACCCAGCACTTGCCCTAGTAGGAAATCTACAATCATCCTTTACTTATC 
13841 TCTAAAATGAAAAAAAAACCCACACCTTTTTCATAAAGTTTTGAGTTCACTAAGTGAAATAAGCAAGGTGCCTATCACAA 
J 3 9 2 1 TGCCTGGCATACAGTATCTATAAATATTAGTTTAGCTAT ACCAGTTTTCATTCATTCAAAGAGGCACATCTTTTCACATC 
T CT G AAATCAAG AT GT G TTTTGT GAT CAGTAGTGTT TCAT AATTGGAT AT ACATCTAATCATTAATC AGGTGG AAATTTT 
TTCTTTAAATACTTTATTAGAAAATTGTGTCCTTTACCTCAATGGTGCTTCAGATGTGATAATTTGCAGTAACACAACTT 
CT CTCT CC AATGTGCCCAT ATAT ATTAAAGT AGTT ATT AGGT CACATCACGT ACAT TTG AAAT CCATATTTTTTCT C ACT 
CTTCCCACTGTTGTAATCTTACTTTGGGCCCTCATTTTCTTCCAACTGAACACTGAATTAGCCCCCTGAATGGTCTTCCT 
GCTGACTATATTGCCCTTCTCCAATGTGTGTGTCATATTCATGCCAGAGTAATCATGTTTCTCTCATGCCTAACTCACTT 
CATTATCTACACAACTGCCTGCAGAATGGAAACCAGATTCTTTCACATGGCACACAGGGCTCTGACTCTCTCTCTCTTTA 
GCCTAATCCCTAAGCCACAGTCAAGTTGACCTCCTTTCTGTACTTGCAGATGACTTAACACTGTATGTTGTTTCACAACC 
CATGTCGTTTATCACACTGACCTATCTTGAAAATATTTTGTATCAGCTGGAATCCCTCTGGCAATAAATAACAGAAAAGC 
AACTAGCAGCTGCTTAAACAAATAGGAAAGTCCATAGGTTGGTGTTCCAAGGTTGATAGAATTGCCCAATAATGCTGATG 
AGGACCAAGGCCCATTTTATCTTTCAGACTTCCTTAACATGCAGACCTTCATCCCCCTGCTTGTTACTTTGCTGTCTCAA 
14 801 GAT GGT C ATTG AAAT AT T AAAT AT CACAT CTATTT T CC ATT AAGT AAGAACAAGGAAGG ACAT T CAGGGGTAT GC CCACT 
14881 ACAACTCTTCTTTTTAAGAAAGCAAATGTTTCCCATAAGCCCTACCCAGCAGTTTTCTACTTATATCTCATTGCCCAAAC 
AGCACCATAGTCACTCTGGTTTGAAGATGCCTAGAGAGAGGGATGTTGTGGGTAGTTTAGCCAATGAGCAGTGTCTGCCA 
CAGTCTGCTTGGAAAATATCTTCTCATTTTTTGTGAGATTCAACTCAAGAGTTATATCTTAGAAATTTAGAAATGTGTAT 
ATATATGTATATAAACTATATATGTATATAAATTATATTGATATTTATATAAGCATACATAAAACACAAATATATAAACG 
TATATATAGTATGTACCCTTTCATCATTAACTGAATATTTATCAAACACCTGTACACAGTGCGTGCTAGGTACTGTTCTA 
GGCACTGGGAATACAGCAATGAACAACATCTTATCCTTTGTGGAATTTACATCCTAGTGTTTACCCTTTGATCTAACTTT 
TTCACCTCTAGTAACTTACCTTACAGACTATACCTCAAAAACAAGGATGCTCATTGAAGTGATAACTAGAATAACAAAAA 
TCTGATTAAATATCACTATGGGATTGATTATAATATACATAAAATTATAAAATGTAATTATTCAAATTACCTCTTAATAG 
AGATATACTAACATGGAAAGCTGTCCCCAACATATATTTTAATTTAAATAATGGAAGACCAAAATGTATAGTAAACTCTC 
ACT TTT AAAAAG AAAAT C CAT CCCCAAATTC AT ACGG AAT CTC GAG GAAT CTG AAAT AGCCAAAAC AACTT TGGAAGAAG 
AATAAAGGTATTAGACTCACACTTCCTGATTTCAAAGCATATACAAAGACACAATGATCAAAGCAGTGTGGCACTGGCAT 
AAAGACAGACAAATAAACCATCGTAATAGAATAAAGAGCCGAGAAATAAGCCTGTGTGTATATGGTCAAATGATCTTCAA 
CAAGGGTGCCAAGACCACTCATTGAGAAAATGATAGTCTCCTCAACAAACGGTGTTGGGAACAATGGAAATGAAAGTTAA 
ACCTTTATTTTACACTATCTACAAAATTTAACTTATAATATATTAAAGACATAAGCATAAGACCTAAAACTATGAAATTT 
CTAGAAGAAAACAGACAGGATAATCTCATGACATGGGGTTTGTCAATGACTTCTTAGATATGACACCAAAAGCACAGGTA 
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16081 ACAAAAG C AAAAAAAG AT AAAT GGG ACT AC ATCAAACTTGAAAAC ATT T GTGC AT C AAAGG ACACAAT C AAAAG AGTGAA 
16161 GGGCAACAT AC AAAATGGGAAAAAAAAATT T AC AAAG AAT AT ATT T AG AAGTT ATT AT CC ACAAT AT AT AAAG AACTCCC 
16241 ACAACT AAAC AATGAAAAAAAAAT C AAATAACT AG AT T TT AAAGTGT GC AAAATATTTGAAT AGAT ATT T CT CTAAAG AA 
16321 TATATACAAATGGCTAATAAACATTGAAAAGGTGCTCAACATTACTAATCACCAGAGAAATGCAAATCAAAATCACAATG 
164 01 • ACATACT ACTTCACATCTGTGAGG ATGGCTGCT AT AAAAAAAAAACAGAAAGTAACAAGTGTTGGCAAGGATGGGGACAA 
164 81 ATTGAAACCCTTGTGCGCAGTTGGTGGGATTGT AAAATGGTTT AACTGCTATGGAAAACACCGTCAAGTTTCCTCAAAAA 
16561 AT T CAAAT AG AACT ACCAT ATGATCCAGGAATTTT ACTT AT GGGTGTAT AT C CAAAAGAAT T GAAAACATGGT CTTGAAG 
16641 AG AT ATTT AT AT AC CACAGTCAT AGC ACT AGTCCC AAT AAC CAAG AAGT AAAAGCG AGCC AAATGT CCATC AAT AGAAGA 
16721 AT G AAT ACAT ACAAT CAAAT ATT ATT CAGCCTTAAAAAGAAATGAAATTCT GAT ACATGCTGCAACATGGAT G AACT T TG 
16801 AAGAAAT T TT G CT AAGT AAAAT AAGCT AGT CAC AAAATGACAAAT ACT GT ATT ATTTCACCT AT ATGAAGT ATCC AAGCC 
16881 AATTCATAAAAACAGAAAGAAGAACGCTGGTTACCAGGGACAGAGAAGAGGAGAAAGGGGAAGTGTTTAATAGGTTGTTT 
16961 AGTAGTTATAGAGTTTCAGATTTGCAAGATATAAAAGCTCGGAAAATCTGTCTCACAACAATGTGTATATACTTTACACT 
17041 ACTAAACTGTACATTTAAAAATGGTTCACCAGGCGCGGTGGCTCACGCCTGTAATCCCAGCATTTTGGGAGGCCGACGCG 
GGTGGAT C ACAAGGT CAGGAGAT CT AGAC C ATCCT GGCT AAC ACGGTGAAATC CCGTCT CTACT AAAAAT ACAAAAAAAG 
TAGCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCCTGAACCCGGGAGGCGGAGTTTGCAGTGAGCAGAACGCG 
CCACTGCACTCTAGCCTGGGCGACAGAGTGAAACTCCGTCTCGGGAAAAAAAAATGGGTAAAATGGGAAAAAGGAAAACC 

173 61 CATACCTGCAT CTT CAT AT AT ATT ATT AT AT ACAAT AAT ACT G AAAAT ACT TT CAGTTTAT GAATTT GGTGGGT AGCTCA 

174 41 CACATTACTTTATATTTTCTTCATACTTATATATTTTATAATAAGTATACATTACTTTTTATAGTCAGAGAAAGATTAGA 
17 521 AAAAAT TTAAAAAATTAC7VAGGTACTTTCTTCTCTATCTCTCTCCTCAAAT AGT AATGACCATTTATTTGT ACTT ATGT A 
17 601 GT CACCAAC AGAAT TT AT AT GTATTGAATG AAAT AAT AAATGT ATC AT CAACTAGTGAT AATGAATG C CTTCAAT AAAAA 
17 681 TTT AT TTAT AT T T AGCACCAAATT AAGAAATT AAT TT AAT ATAGTT CTTCATTT AATG AATAC CGAT TGTT ATT AAGT GC 

CTAGGATATGCCCGATGTGCCTGTGTAGGTTTTGAGTAATAAACATGGTTATTTCTTGAAACTATCTTTTGATGAAGAAA 
GAGAAAAAG AGAAAGAGAGAAAGAAAGAGGTT AT GGCTAGCTGGT AAC ATT CAAAAGC AAGCCACTTCATGAAACCCCAT 

17 921 T ACAAGTCAAG AT AGT AT AGTCCAGGTGT GT AGT ACT CTGGT GGTC TGGTTTT AT CAT AGTTAGAG CCT AAAT ACAT AGC 
18001 AAAGAGAACAGATTTCAC^TATTTCAAAAACATGTAACAGCGAGTATGAAATACCCGCAGACCCAGTCACCCCACTCCAG 
18081 CTTCTGCCAGAGAAAACTGGTGTAAGAAAAACTGGTTTGGAAGTTAATTGCATTCTTCCCCCCACCCCCTTGGGCCATAA 
18161 AATTTTATTAGCAGGTAAGGGGAAGAGCCAGGAGTAAGGGTCCCTCCCTTCCCATCCCCTACCCAGGATCCTCCCTCTGA 
18241 AGGAGAGCAGAAGCCCAGGAGCCTGCCACTCAGCGGACCTTGCAGGTGGGCAGGTTGCTGTAAGGATCTTTCTGGCGCTC 
18321 GAGCAGGATGCGGTCGGCAGTGATCTCCTGCTCAGGCCTCCT CTGG CAGTCAGCACACAC ATTGCC CAGCTGGACTT CGG 

18 401 CACCGCTGCTCAGAGCCTGGATCCGCACCAGCTGGGCCTCAACGCAGGCCTCCGTTCCTGCAGTACGGTCTTCCAATGCG 
184 81 GTTTTCATGCTGAGCTGCGACTGCAGCTCAATCTCAAGACCCCGGAGGGTACGCCACCGGTCCGCGACTCGGACTTGTGC 
18561 ATCTGGAGCTGCTCCGTGTGGCCAGCGACCTCCCAGCTCAGATCCTCAGTCTGGCTGGTGACCAGGCTTCAGCATCTTGG 
18 641 GCATCTGCTCAGTTATGACCGCATACTGGCTTCACGTGTTGCCCGGGATCTTGGCAAGACCAATGCCTGGAGCAGAATCC 
18721 ACCTCCACACTGACCTGGCCACCCGCAGCACTGATTTCCTCGTTGTGGTTCTTCTCCAGGTGATCCAGCTCCTCCTGCAG 
18801 GCCTTGGATGTGCGTCTTCAGGTCAGCCCTGGCCGGGGTCAGCTCATCGGGCGCCCTGCGCAGGCCTTGATGTCTGCCTC 

CAAGCTCCTTCGCAGAGACTGCTCCATCTCAGACTTGGTTCGGAAGTGATCTGCAGCCAGGCGGCGGGTGTCAATCTGCA 
AGAC AAT CCGGGAGTTCTCAATGGTGACACCAAGAATCTTGTCCCGCAGGTCTTCAATGGTCTTGAAGTAGTGGCTGTAA 
TTGCCGGGGCCCCGGGGCCCAGTCGCAGATCTTCACCTTCAGCTCACCCGGCCTCCTCCAGAGCCCGCACCTTGTCCAGG 
TAGGAACCAAGTGGTCGTGGATGTTCTGCGTGGTGATCTTGGTGCCCGTCAGCAGCCTGTCGGACCTGCAGAGGACGCTG 
G CAT CGCCGCTGCCATAGCCCCAGAGG AGGATGAGGGCACAAAGTGGGTGG AGGACAC AGACAGGCTACGG CTTCGGAGC 
CCCAGTGGATGCTGGGCTCTAGGAAGGCGCCCCCGACTCCAAAGTGCACGGAGCCGCTGCCCAGCCCCCAAAGGACTAAG 
TGGCCAATGACTGGCGAAAGCTGCAGGAAGTTAGGGTGAGGCAGAGAACGGTTCAAGGAGCTGCAATCGGCAGGAGGAAT 
CGGAAATTTTAATTGCATTATTACCAATTATAAGAATTTTTGTGCTATGAGTGGGTTTTGTGCTATGAGGGGACCCAAAA 
AAGGGCTGAT AAAAC ACC AAAAC CACTGGTGAGG AGAACT T AAGAGGGAACCAGGCT T CAAGCTC CT AAACTCACCATGG 
ACT G CCACAGAATT T AAAGCACAGTCCATATT CCTCAG AAAGCT AACCAAGC CCACCACT GGGT GT CCT ACCAAAGGC CG 
TTCCCTGGCATT ATT CT AG ACAGAACAACCCAGACGGC AAAAAT GTACTGCTGTGGAGAGATGAATCAATTCCTAGGAGG 
19761 ACTGGACAG AC ATT CTCAAAAGTTT GTTGGAAAGAT AGCAGAGAAG AGAAGAATGAGGTGCTT T AAT AAAGGGAT AG G AA 
198 41 GAAGGTGAGAACAAGGAACTGAGATTAGGAGCTGAGTGTGTCCATGACAGACCGCCTAGAAAGAATGTAGTGTCTAGAGC 
19921 TTTTACTCATAGACCGCGGGACAAGGTATATTTACCATATAGCTCTGTATTTTCCCTCTTGTGTTATAATGTTTTCTGTA 
20001 ATTAATTACTCTAACCCTTTTAGCAAAGTCTAATACACTTCAGCATTGTCTCGTGATGATATACAGACTAAATGGACAGG 
20081 T G AGT AAAAG AAAAAAT T AAGGCGT C CTCACT GGTGGGAGCAG AAT C CCAGGC AG AGAACT ATGCACAGAAGT TTCAGGC 
20161 AGTGATCAGCTGAAAGTCAGATTGCAGTCCATTGTATTCCATGGTGGAGACAAGAACAGGGAGGGAGCACCCATACTTAA 
20241 AAGAAACTTCTAGGCTTGGAGCAGTATGGTATTTTATACACATCACCTCTGTTAGTCAAGCTTTGGATGGGGGCTAGATA 
20321 GCAGCCCACTGAAAGACCTGGAGTCCCTGTATTCTTAATTGCTATGTCGGAAAGTTCCATATTTAGAAATCAGATGGGCA 
20401 GCAGGTAAGTTAGGCATTCTTCTGAAAAAAATTAAGCCTCTACCAGGACTCTCGCTTGGTTTATAAAATGAGCCACAGAA 
204 81 G AAACAG CAAACT C AAGT TTT CCT CT CAAAAAGT CCTGTGT CACTT GAAAAGTTGCTT C AT ACAC ATT GTG T CCT AAAT A 
20561 TGAAATCTAAAGTTGTTACTGTTTTGAAATAAAGTTTCAAGAGAATATATTTTATATAACATTCAAATGAGTTATAGTAA 
AAATGCTAGGTCTTAAGAGATTCACCGGATGAAATAACATTCTCCACTTCAGAAAATGAAACTAGTACAATATTAAATAC 
TGTGATTAATAATAATCTCTAATATTTCTACATACTTTTGCTCCTAACAGTTGAGTTATATGCTCACCCTGTATGATTGT 
GGT AT ATTCT G TTAT GCC AGT T G CAT TAT T GT AAT TAT AAAT TTG AG G AAT AAAGT AC ACG AACT T AT AAAAT AT AAAC A 
TGGCCAGGCACAGTGGCTCACGCCTGT AAT CCCAGC ACT TT GGG AGGCCGAGGTGGGTGGATCACAAGCTCAGGAGTTTG 
AGACCAGCCTGCCCAATATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCCAGGCATGGTGGTGAGCACCTGT 
TGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCATTTGAACCCGGGAGGTGGAGGTTGCAGTGAGCCAAGATTGTGC 
CACTGCACTCCAGCCTGGGCGTTAGAGCAAGATTCCATCTCAAAAAACAAACAAACAAACAAACAAAAAATATACATACA 
C G CACT AT T T T AAAACT C AGT T TT TATCT AAAAC CT AG ATT AAAAGT CT TTGG AAAG AG T C C AT GG AGAGG AAT AC GTT A 
AAAATG C C AT TG AAG C C ATT CTGC AAT GT AT AAT ATTT C AG AAT G AC AT GT T GC AC ACAATGT CT AC AT AATT TTT CGT C 
AATTG AAAAT AATGT G AT CAATTGG ATT AAAAAT AT ATC ATT AACT CAT GAATTT AAAT AT ATTT AAT GAGCTTAAG TTG 
ATTGTATTTTCTGTATTTCTTAAACTCAAGGTATTACCTAGTGCTTTGAGGTGTCGATTTTCTGGCCAGAAACTTCTGCG 
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21521 GCTGGCGACAAGCTCTTGTCCTGCATCCAGGAAGAATGACAGGAAGAATGAGGTACACGAACAAGTGAAGGGTGCACAAT 

21601 AAGAATGAGGT ACCCAGACAAGTGAAGGACAAGATGAAGATGAGCTTTACTAAATTTTAGAACAGCTCAGAGGAGACCCA 

21681 CAGTGGGTAGCTCCTCTCCGTAGGCAGGTCTTCCCAACATCTACTGCTCTCAGCAGAGAGGAGGCCCTGGAGCGGGTGCT 

217 61 CCTTGCTCCTCTCTGCACTGTAGTCCCGAAGTCTCTGCAGGTCTCTGAAGCTCTCAGCAGAGAGGGTAGTTCCTCTGTGC 

218 41 AGCTGGTTGTCCCATCGTCTCCTGCTATTAGCAGAGAGGGCAGCTTCTCTCTGCAACTGGTCTTCCTGTCCCTCCATCCT 
21921 CTCTCTTGCTCTGCCTGAGCCCGAGGCTTTTATGGGGTGGAGGAAATGCCTGCTGATTGATCCATGGGCAGCCATAGGCA 
22001 GGCCAAAGGAGGCACCACAAGTCCTAGGGACTGACTGCCGGGATCCCjAACCTTCAGGTCCTCCCTGGCCTGAAGGTGGGG 
22081 CCTTACAGGGGACCTGCCCCCTTCTGCCCAGGAGTCTGCCTGCCTCCCGCTGCCATTCATGGCCCCTGGGCTCAGCCCCA 
22161 AGATTGGAGCAGGCTCTGGGAGAGGAGAAAGGCCAGGCAATGGGAGCAGACACCCCTGAGCCTGCAGGGTCGAGAGAAGG 
22241 GGAGGGTCTTCCCGGCTCTCGAGGGTGCAGGCTGCAGAGATGCCTGGACCTGCACCTGTGAGGGTGCCGCAGCTGCACCA 
22321 GGGAATCTCCCGCGCAGCCAACTGGGAATGGGCAGGTCTCCCGCTTGTCCCGGGCTCTCTCTGGCTCAGTGGAGCAGTAG 
224 01 GCCCAGGTCTGCAGCCACTGGTCGGGGTGCTGCAGCCGCACGGGGAGTGTAGATCTTGCCTGCTCCCAGCCCCTTCCAAG 
22 4 81 AGCACAGGGAGGCTCAGATCCACAGCCGCAGTTTGGGCGGGGCTCCTACCTGCTCCATAGAGCAGGAGGCCGCGGTCTGC 
22 5 61 AGCCTCGGTTTGGGCAGCTGCAGCGGCACCGGGGAGCTCTGGCCCCAACTCAGAAGGGACGGAGCTCCCACCGGCTCCAC 
22 641 TGCAGCCAACATTATGGCAGCAGCGGCTACCATCAATGGTATCCCATCTTTGGCAAGTGGAAACATCTTAATGAATTTCC 
227 21 CGTTTGCCCCGAGAATCCTCTTGTCTCTGATCCTAAGGTAACATCACATACATGTCTGTTACACTAGGATTAGAGACAAG 
22801 T T CTGT TT AG AAAT AACT C CAAGAAC AG CT T T TAT ATTT T ATT TT CACATTGAAAAT CAGT CAGATTTGCTCCAGC CTC A 
22881 AAGAATGTGTTTACTAAAATTAAATGAATGCTGGCAGGGAGCTGCACTTTTTTTTTCTAAATAGGAAATGGGTTAAGGGC 

22 961 GGCAGCTGAGTCCTTTCGACATAACCCTAATAGTCTTTGGCAGCATCCTTTCTGTTTGGTAGGAT AAGATATTCTAGGCT 
23041 CATCTTGCATTTTCCGCGAAAAAAAAAAAGCCATTGAATTAGGCATAGAGGAAATTACTATAAAGTTTAAGGGATAATGT 
23121 AAAGGATCTAGGAAAATACTCTAATTGCTTCACAAACAAGGAAGAAACTGAAACTAGAAATGTAGTCAATTAGTATTGCT 
23201. GATGTGCTTTATGCAAGAAAGATAGTATATTTGTTCTCTCTT ATCTGCAGCTTCACTTTCTGTGGTTTCAGTTACCCTTG 
23281 GTCATCCAGGGTCCAAAAATATTAAATGGAAAATTCCAGAAAT AAACGATTCATAAATTTTCAATTGTGTGCCATTCTGA 
23361 GTGGTGTGATAAAATCTTGACACCCGGGATATGAATCATTCCTTTCTCCAGCGTATCCATGCTGTATATGCTGCTGTTAT 
23441 TCCCCCTAACCCCCACCCCAGTCACTTAGTAGCTATCTCAATACTGCAGGGCTTATGTTCAAATAATCCTTATTTTACTT 
23521 AAT AATGGT CCCAAAGCT CAAG AGTAGTGAT GTT GGCATATT GTTAT AATTGTTCTTCTATT AT CAGT TTTGTT AAT CTC 
23601 T T ACT AAGC CT AAT TT ATAAATT AAACTT C ATCCT AAGT ATGT ATGT AT AGGAAAAAACAT AGT ATAT ATAGGGTT AGGT 

23 681 ACTATCTGTGGTTTCAGGTGTCCACTGGGGATCTTGGAACAT ATGCCCCTCGGATAAGGGGAACTACTATATACAAGATT 
237 61 AAAT AAGGT C ACT T AAAATT C AT TT ATAAAATTATGT C C T AAAAT AT TTGTACCAGT AACAAGAT AT ATTCAAATT ATTT 
23841 TATCTAATAAAAATTAACATGTTTTATTTTCTAATAAAAGTTAAAATATGTTAGCAGTCTATACCACTTCTTTAATTACA 

23 921 T GGAAAAAAT T AC ATT ATGATGTCT AATT AAT AAAT AGT T AT TT AT AATT ACT GCCAAAGTC AAAAAC C AGTT TGAT ACT 

24 001 TACATCTTAAATACCATGCCTTTTTATACCCTTTTCTTTATAAATAACTTGTAATTTAACCTTCAAATTATACTGCATTA 
24 081 CTTTAAATTAAAT AATG AGAGTACGTATGTATAACTTGCTTTGAAAATAAATGAATTATGAAAGCTACACTATTTAAAAC 
24161 TTGAGAACTTTC AAT AAT ACCTTAT ACAATAT ATTCCATAATTACTTTTTAATAAATTTTTATAATATTACT GTAAATTG 
24 241 T GGGTTT AG GGACCGAC AGT TC AACT ATT AGCAAAAT AAT CTTTT AG CAT AACAAAAAT T GGAAC AT C T AAAT CTC TTAG 
24 321 AACTTGTCTTAGCCCATTTATATAGTAAGTACTACGTAATTGCTAGCTGTCATTACCTGTTACTGTTGTAGCTATTGTTG 
24 4 01 TTAGCCTCATTATCATCAGCATCATCTGAGTAATTAAGTAAAGTTGGCAAACAACTTTATCTTTCCTACTTTTAAAATTT 
24 4 81 AACCCCAGTGTTTGCTCCCAAACTAAGTAGAACTCTCTAAAATGAAAGTTCTGACACTGGAAAGTTCCACAGCGAACATG 
24 561 AGCACTACAGTGAACAAAGGGGCTCCTATGGTTAAGGGTC^TGAACCAACCTTGTGCAAACCCACACACAAACACGCATA 
24 641 CACTT ATT TTCTGTTC AT CAAAGGAAAAGTAATC CTGT AACATTTCCCCCACCTTGCTTCCT ATT CC AAAAT AAACTGCA 
24 721 GAT G AAGATT AAAATCT AAAC AC AAAT ACTTAATGT AGGAAAAAAT G CAGGAT AAT ATTTT T AC AAT TT C AGT ATG CAT A 
24 801 TG CAGAAGGAT TT CTT AATC AGAAAAT AAAGAT ACAGT AT AAAC AAAAAGAAAGTT AAAC AAAGAT AAATT AT AAGCAAC 
24 881 AGGGTTCCTACAAGTGACAATGATGCTGAACATCACCAGTAATCATGAACTTGAAAAAGAAAAGACAAAATAGATCATGC 
24 961 TCCCCTCCCCATCAGATTGGTAAAATTTTAAATGAGTGCTGGGAAAATATATACACATAAGCATTGCTAGTGAGAAGGTA 
25041 AGTTGGCATTTT AGAAAGTTGATGAGATAGTAT CT AT AAAT TTGAAAT GT AT AT ACAT AGCAAATT C ACAATGGGGACAG 
25121 ATTCATTATACAAAAATACTTCGGCATGCCCCAAAGTATAAATATGTTAGGACAGCCATTGAATTCTATTGTTTGTAGTA 
25201 AATT GTT TT AGT CCAAACACT AAT TCCT CTGT AGCAAACATAGGATCT AAT AAAAT GG AT TATGTGTGGAAATCAGTCCT 
25281 CTTTAGAAACCTAAAGGACCAAGTGT ATCCTGATTAAAAAGATAAAACGCTTTCTTTCTTTCTTTTTGTTTTTGTTTTTT 
25361 TGTTTGTTTGTTTCGAGACAGAGGCTCGCTCTGTTGCCAGGCTGGAGTGCAGTGGCGTGATCTCGGCTCACTGCAACCTC 
254 41 TGCCTCCCGGGTTTAAGCGATTCTCGTGCATCAGTCTCCCGTGC AGCTGGGACTACAGGCGCACGCCACCACACCCAGCT 
25521 AATTTTTGTAGTTTAAGTAGAGACGGGGTTTCACCATGTTGGCCAGGATGGTCTCAATCTCTTGACCTCATGATCCACCT 
25601 GCCTCAGTCTCCCAAAGTGCTTTTTGATAATTTTGAGAAATGATGGAGGCATATTAGAATGAAAACAACCTGAGGATGTG 
25681 CTTTTATCTTTGTATATTCAAATATTTTTTCTCATTAAAAAGCAGAAAGTCCGGGTATGATGGTTCATGCCTGTAACCCT 
257 61 AACACTTTGCGGGGCCGAGATAGGAAGATCCCGTGAGGCCAGGACTTTGAGGCTAGCCTGAGCAACATGGTAGGACCCTG 
25841 TCTCCATAAAAAGCTTAAGAAAAAAATTAGCGGGGCGTGGTGGAGTGCACCTGTAGTCTTAGCTATTTGGGAGGCTGAGA 
25921 TGGGAGGATCAGTTGAGCCTAGGAGTTCAAGGCTGCACTGAGCTATGATCTAACCACTGTACTCCAGCCTGGGCAACAGA 
2 6001 GCAAGACCCTGTCTCT GAAAAAAAAAAATACACACACACACACAC ACACACACAC ACACACGTTAGTGGGAT AGCACAAA 
26081 TGAG AAAAACTCTGCTCTTTGATCACTGAGT ACATCTCTGTAGATATATATTTCCTTC ACTGCAG ATTTTGCCC AAGATA 
26161 CTTCGTCAAAGACAAAGCCAGTACACCCTCT AAT AGGGTGAATATGGTTATGCCACCTACTGAGCTTGTTTTTGAT ACTA 
2 6241 GTTAATATGTAACCAGATGAAATTGTCATTATCGTCACTGTCAGGACTATGGGAAGCTTAAGTGTTCTCTTTTCAAGGAC 
26321 AATGTGCGCTAACTGTACAATTGGTACAATTAAATAAGTTATATTCAGTTCCTGGGAAGCACTAT AGCAATACAAGGAGA 
2 64 01 AAATTTGATTCTATTTATTTTTGTTAAGGCCCACCTACCTCCTAATCCTAATTTCTCTCATTTCCCAAATATTCCTTGTT 

264 81 TGTTCTTACTGTTATGTGTTTTCCTGTATTTTGCTCTTCTACTTTCTTTTCCATGGACTATCTTTTTCCCTTCCTTTTTT 

265 61 TCGCTCTACCCCTTTACCTCAGCTTTCTAGCAGTATTTGCTAAATACTTCAAAACTGTATAGAACTGGTTCAAATTGTGT 
26641 GCTCCCTTTTCTGTCAAGAACTTGCTACTCAGGTAACCCAATTGGTGATTTTTCCTGGAAACACTGATGGATGCTGTTCC 
267 21 T AT AGCG AAAC CCAGAACAGAGATG AAAT AG ATGT CAT C CT C AGCCAT T AGC ATT C AAACT AT AAAAAT T AAT T T ACACT 
26801 GGTATAGTAAGGATCAGAATGTCAAAGCTGTGTTACACCTAGCATCTTGTATGAAACTACCCCATTAAGGTGAGACCACA 
26881 GAT ATTATTGCCCCACTATTGGCATGAAAGCTGAGGCTCAGAGCAGTTAACTGAGTTACCCAGGACCACACAGCTAAGTT 
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AGAAGTAGGGCTCAGGTGTCCTGGCAACTAACTGGTCCAGTTATTTTTTCTCTCAAGCTCGTTTTCCCTCTCCTAAAGAA 
TAGGAGGCTCTGTCGTGGTGAAAGGCGATTTTAGTAATACTTTCCTTTTTATCTGTGATTATAATGAATGCGGCATCTCT 
CCCATTAAGGATCATTCCTCCACCCACATTCTTAATACATCTGCTGCATGCATCCTTCAGAGACCTCCCTCTGGGATCAT 
CCCTTCTCACTCCAAAAAGCTCAACTTCTCCCCTGTCATTTGTACCTCCCACTCAGCATTTTTAGAAGCAATATTTCATT 
CAAACTTATTCAAGTTTATTTCCACCTAAAGAAATATTCCTTTCACCCTGGCATCTCCGTCAGGTACTGCTCTGTTGTTT 
TTCTCCCCTTCAGACAAACTGCCAAACTGGCTCTAGTTCCTCACATTCCCCATCACCCTCAGCAAGCTTCTGCCCCACAC 
CGGCACTGAAACAGCTGAATCCCAATGTCCTTGTCCTTAA 

CAGCGGCACTTGACATGGGTAGCCAGGAATTTATCAATGACAACCTTTACAGATCATCTTTGTAATTTATCATGAGGCAT 

CAAATGAATGCTATTAACATTAATCCCTCCTATTTTAAGTCATTAATCCAAGTAAATGCTCACTTATTTCTAGCGTCTTA 

GAAACCATTTAAATTATGTTACATTATGAATCAATACATTATAAAATTATACCATCATTTGTAATAATTTTTTAAAATGT 

TGTGTGCTATTAACATTGATGCCTTGGTATAAAGTCATGATCATTCTGGTCTAGTAGCAATCTTCTATTGACTATTCTCT 

TACTAAAGCGGTCCCTTCCGTGGGACTCAGAGACCTCACACTCTCCTGCCTGTGTTTCTTCCTCTCTAATTGGCCCTTCT 

TGCTCCACTTGGGTGCTCCTGCCCATTGCCTAGACAAGAGCATTCCCTGTAACTCTGTCTTGGGCTCTTTTTCTCTTTTC 

ATCAACATCTTCTACGTGGGTATTATCATCCATTTCCATGGCATCAGCTTGCCCAATAAACTGATAAATCCATAGTCTCT 

AT AAGTACAGCAG AT CT CAT CAAG CT AGTGGCATT CAGACT GCTT T AACT TT AAC C AAAAATAAGGG ATT TTGT AC AT GT 

TCAATAAGCAGTTCCCACTGTGACACTGTAATCACATTTTCACAATTGTGACCTAGGACACTTAGAGTAAAGGATACAGA 

TGATTGAGAC AG AAAT AGT GAC AAAGAAAAATAAGGT T AGG AT AT AG ATTT TAAT GCTGT AACAGACCTC AAAAT ACAAT 

GGCTTAACTAAGAGAATGCATTTCTCTGTCACATAAAGGTCCCAACTGGCGTAGACTTTTGATGACTCAAGGGCTCAGGC 

TGTGCCTGGTTTGTGGTTCTGCCTTCCTTAACACATGGCTTCCATCTGATGAGCTACAGCAGTACCTATCACTAGTCAGC 

ATGTCCACATTCCAGCCTGGGCAAGGAAGAAAGGGGAAGCGCAGAACTGTACCCTTCCTTTTTTAAGTCATGAACTGAAA 

GTTGCATGTATCACTTCCACTTGCCCTCCAGTCACCAGAACTTAGTCATATGCCATACCCAGCTTCAAGGGAGTGGGTTA 

AAAACATAGAAGTCAACTAGGCAGTCTGCACCQ\GCAAAGGATCGGGAGTTCTATTATTAAAGCAGAATTGGAGAAGTGG 

TAAC^GGAAACAACC^CC^GCCTCTGCTGCATGTATATGAAAC^GATGTTTCCa^ATCACTATTCTCACTTATTCTGTC 

T GAT AC ACTGTATTTTTTATTAT ATT CTCTTTCATTTTTT AAAAT CCTGGTCATGACTCACAGGGCATGATGTTACAACC 

CACTTAGATGCTAAC^CCATAATCTGAAAAATATTACCTATATTATGTCTAATATTGGCCACTTGAAGTATGGCTAGCCT 

AAATTG ATCT ATGTTGT AAGT AT AAAATTCACACCAGCTTGT GAAAACAAATT ATGAAAAAAAAGT CTTT AAGATAT CAT 

T AAC AATTTT AT AT TGGCT AAAT GTT G AAATGAT CAT ATTT TGGAT AT ATTGG AT T AAAT AAAAT ACACTATTAAAATTA 

AT T TAATGTTTCTCTTTATGTGGTTACT AGAAAAT TTAAAATT T AAAAT TACACAGGGCGAT CACATTCT ATT TCT AGTA 

GAC CACACTGCTGT AAGCTCAAGATT CAAAT GT CAAACTCCT GTGAAT ATT AATACGTGAAT ATCC CACAAGCACTT ACT 

CCATCTTCCCAACCCTCAGCCCTTCTGTCCTCCTTCTGCTCCCACCAATCTGTGTTTCTTCTGTTTCACTCACCCAGCTA 

AAGGC AACACAAT T CACT CCGT GACGAGC C AGG AAAATGGAAAGAC AC ATT TT CCT TT ATT C CTCACATTGAT AT AT T CA 

CTGAGCACTATAATTACCTCTTAAATATGATATAAATCTGCAAGCTCTTTTCAATACCACCACAAATTCCATAGTTCAAA 

ATGCCATCAGCTTTCACCTATATTATTACACCAGCTCCCATCTGGTCTTCCTGCATCCTGGATCACCTCTTTCTAGCTGC 

CCTTTCAAATTTCAATAAGAGCAAGCTTTCCAGGAAACAAACCTGAAGTCAATCCACTGAGTACTCCTCTGAATACCTTA 

ATATTGTTGACAAATTCCTTTCTGATTTGAAGTATCAGAAAGGAATATTTCCTCCATACCAAATAGTTTTCATTTCATGC 

ATGTGCCGTGATTCTTCTCCCTCCTTTGCATCTGTCATTCGTTATGCTTAGAAAGCTCTTTTCATCTCTTTGTTCTTCGA 

GACAACCACTACTCATACTTCAGAGCTTAATTTACATTTTGCTTTCCCTCAAAATTTTTTTAAAAGGTTCCAGGTCTGGG 

TTATGTGCTCTCTTATGTGCTCCCAGAGCATCCTGAACTTCTGCAATAATATGTTTGGCTACTGTATTTTATACAGTAGT 

TTTATATTGTATTTTATACTGTATTTTATACAGTAGGTGTTATATTGTATTTTATACAGTAGTTGTTTTTCTGTCTGTTT 

TTGCCCCAACAAGAATGTAAAATCTTTAAGTGCCTGTTTTCATACTTATTTGACCACCCTATCTCTAGAATCTTGCATGA 

TGTCT AGCCCTAGT AGGAT CAAAAAAT ACT T AC AAAGCAACT GAAT AGCT ACATG AAT AG ATGG ATGAAT AAAT GCAT GG 

GTGGAT GG ATGGATT AATGAAAT CAT TT AT ATGACTT AAAGTTTGCAGAGGAGT AT CATATT T GGAAGGCAG TAAGGAAG 

TCTGTGTAGTCGATGGTAAAGGCAATTGGGAAGTTTGTTAGGC ACAAT AGGTCAAAATTTGTTTTTGAAGTCCTGTT ACT 

TCACGTTTCTTTGTTTCACTTTCTTAAAACAGGAAACTCTTTTCTATGATCATTCTTCCAGGGCCTGGCTCTTCATCTGC 

AACCCAGTAATATCCCTAATGTCAAAAAGCTACTGGTTTAATTCGTGCCATTTTCAAAGAGGACTACTGAATTCTGATGT 

GGCTTCAAACATTTAGGTTAGGCATATCTAATGGAGAACTTGCAGCCACACTGACTTGTAGTGAAATATCTATTTTGAGC 

CTGCCCAGTGTTGCTTAAATTGTAGTTTTCCTTGCCAGCTATTCATACAAGAGATGTGAGAAGCACCATAAAAGGCGTTG 

TGAGGAGTTGTGGGGGAGTGAGGGAGAGAAGAGGTTGAAAAGCTTATTAGCTGCTGTACGGTAAAAGTGAGCTCTTACGG 

GAATGGGAATGTAGTTTTAGCCCTCCAGGGATTCTATTTAGCCCGCCAGGAATTAACCTTGACTATAAATAGGCCATCAA 

rs226379 

G 

TGACCTTTCCAGAGAATGTTCAGAGACCTCAACTTTGTTTAGAGATCTTGTGTGGGTGGAACTTCCTGTTTGCACACAGA 

A2M_lus 
rs226380 
Exon 1 G 



GCAGCATAAAGCCCAGTTGCTTTGGGAAGTGTTTGGGACCAGATGGATTGTAGGGAGTAGGGTACAATACAGTCTGTTCT 

Exon 1 

CCTCCAGCTCCTTCTTTCTGCAACATGGGGAAGAACAAACTCCTTCATCCAAGTCTGGTTCTTCTCCTCTTGGTCCTCCT 
Exon 1 



GCCCACAGACGCCTCAGTCTCTGGAAAACCGTGAGTTCCACACAGAGAGCGTGAAGCATGAACCTAGAGTCCTTCATTTA 
TTGCAGATTTTTCTTTATATCATTCCTTTTTCTTTCCTATGATACTGTCATCTTCTTATCTCTAAGATTCCTTCCAGATT 
TTACAAATCTAGTTTACTCATTACTTGCTTACTTTTAATCATTCTTCCCCAACTCTCTGAAGCTCTAATATGCAAAGCCT 
TCCTAAGGGGTGTCAGAAATTTTTAGCTTTTTAAAAGAATAAATTTTAGATATTCACATTCATATTGATCTACTTGAGAC 
CATGCTATTTATCTTTTCTTATTTCCTCTTTCTCAAGGGTCCATTTTCTATTTTATAAAAATAAAGACAATTCTCTCCCA 
CAACCAAACATGGAACAATGCCCTGGAGTATAAAAATCTATAGAGTGCCAAATAAAGGAACAATTTGAAATACTGGTGTT 
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GATATTGAAAAAGCAAGGGACTCTAATGTCAGAAGAGAAATCCTTTTGCAGATGAGGTGGTGATGAATTCTTTGTTTCAA 
C AC AACT GAAGG AGG AACT G AAG G AAAT ACCAGCTGATGAGTGAT GAGAAGGGATT CTT GAT AAT AGAGT ACT AGGT GAT 
TTTTGGCATGTAATGCAGAAGTTGCAAGAAGTGGTAAC^TGATGCAATTGTTTTACCTGCC^TTTATTTACTTTTATGT 
GAGCCATTCTTCTTAGCACTTATAGCTACACAAAACAAAAATAGTAACAGAATTAATGTTGTTTAATTCTTGCAATCCAT 

rs226381 

A 

GGATGCATAAATTCACTGGGGGAAAAAACAGCTCATCATTCTCATTAAAGATGTGCTTCAAAAGTATTTTAATTTTATAT 
CTAATATGTATGAATCATACTTTGTATTTATTTTGTTTTGATCAGTTATATACAAGTATTTTTGAACATAGCTCAGTCAG 
AAGGAAATGTTTAATATTTATAAATTTATGGTTACATTCTATTTAAAAGAGGAGTTAAAGTTAAATTTACCTACCCACAT 

rs3080605 

CATA/- 

ATGTTACATATATATGTATTTATGTATATGTATTCATATATGTATATATGTGAACATAAGTATACATACGTATATGTATA 
GATGCTTGACAATAAAGAAGTAAGAATAATTCACAACATTTTTTGAAATATAAAAATTTAGGATAAATTTCTGTATGGTA 
ATTGGC ATGG AAATT C AAAT T CAAAAAGG AAAAAAG AAG AG AAAGAT ATT AAAT ATCAGACCATT AAAAG AATT TTTT AA 
TGTACTTTTAAATAGTGATAGTAGGTATCTTATACTACAGTGTTTATTATTCATGAGAAAATTGTAAAAGTAATCTAAGT 
ATTAATTTAAAATATCATCAAAAATAATATCTTTTGCTATTACTTAAAATCATGATAAAAATATGTTTACTTGAAAATAT 
GTAAGGAGTGCIACAGAGTCCAAAAATTATTTTAGGAGTTCrrGTGAGCAAAAATGTATAAAAACTACAGGGTTGATCTTAA 
ATTACATGTCAGGGTACTGAGAAAGTTTCTGTACTGCACATGAGTTACCAAGGTCTAAAGTCAATCACCAGAGGACCATT 
TTTGGATGGAGC<^TTGTCTAATCATGAGCTGAAAGGOWVTATTTAAAATGCAAAC^TGCATGGTTAGGTAAC^CTCTT 
AAGACCTTATTAGCTGCTTACCACAACTGAGACTGTGAAGTAATGGCTCACTTTCTTTGAGGCTCAGATTCCATATCTGT 
GGAGTGGAAGCGAGTGCTTACCATACAATTTTCACAGGGCTGCTGAATGTGTGTATGTATGTATGTGTGTATATATATTT 
TAATGAAAATTCTATAATTTGATTAGTTTTTGTAATGTCCGCATGACTGAGAGCTTGCTTACTTTTTAraGCAACTTGAA 
GGTAAAAATAGATTTTACAACATGAACAAATGTAACTACATATTTTTATTTGAATTCAGATGTTCACAAATTGTTCCTTA 
AAGTGAAGCATGCCTACAAGTTTTAATCTGTTTAAGACCTACCTCAAGTAAAATGTTCACTGCCATGGCATGTGAGGGAA 

rs226382 

A 

AAGGG AAAT AATT CTT ATGCATGGCCTTCAACGGCC AAATT T CAT GCTCATCAGTACATCTTCTCTTGGTGTAGAACTGA 
TGATGAT AATT ATGATGATGGAAAAAAGTGCTGTTG AT AGCAATGCCTCTCTTCCTTCACTTTCCTCT AACT GAACCGTC 

Exon 2 



TCATTCCCAGGCAGTATATGGTTCTGGTCCCCTCCCTGCTCCACACTGAGACCACTGAGAAGGGCTGTGTCCTTCTGAGC 

Exon 2 



TACCTGAATGAGACAGTGACTGTAAGTGCTTCCTTGGAGTCTGTCAGGGGAAACAGGAGCCTCTTCACTGACCTGGAGGC 
Exon 2 



GGAGAATGACGTACTCCACTGTGTCGCCTTCGCTGTGAGTGTGGCTGTTTGACTTAATATACTTGGTTCTTTTAGTCAGG 

rs2302666 
C 

GT CAT AGG GAT CT AGT ATT CTGT C AG ATGAGG CTT TGGG AG GTTG GT AAG AACTG CAGGAAGGAAT CC AAATGT AGC AAA 

rs2477 
A 

CTAAGTATAGAAATTAAGGAGCAATGCATGACTCTCCAGCCATGGGAGACAAATATTTACAGGCAAACTAAAAGTCAGCT 
TAAT AAT CACAT AGAAACC CT AT T AGCC AG AAAG G AAAAAAAAAAAAAGAAAATGTGACT TCTT AAAATTAAGATGGAAA 
AAAT AT TAAT AAAGCAAACT AG ACCAAGGC T C AAC AT GAG CCACCCGTGGTGGACTGAC AGGAACACAT CACTCCAC ACT 
ACTTCTAAGAGTAAAAATTGTAGAAATTACCCTGAGCAAAGGTGTAATATCTCTTCAGAGTTGTCCACATGTGAGATGCT 
TACAGCCTAGTGTCAGTAAAATACGGGGTTTTTTTCCATAGCCTGTAAAACATGCTTCGACCATGCCCTTTTAGCATGTA 
ATATCAGCCTGGTAAAGCTCAGCGTATAATTGAATCAAGACTGTTTCTGTGAGCTGTATGAAGGTGTGAATCTCACTTAC 
AACCTCTCTTACTGATTTATTTTCCTCCACCTTGTGTCCTGTCTCCCCATTTGTAAAATGGCAGAAGTGATTCCTGTCCA 
T GC C AAC T TTC CCT GCT G AG AAC AAGG GAG T G AAGTT AAGT AAG AAGGGCAAGAT CTCC AGGGAAG AGTG CAAC AGCAAA 

Exon 3 



TAGGGGAGGAGACCTGCGGGTGCTGAATGGGGTTTCAGGATCGGTCCTGTATTTCAGGTCCCAAAGTCTTCATCCAATGA 

Exon 3 



GGAGGTAATGTTCCTCACTGTCCAAGTGAAAGGACCAACCCAAGAATTTAAGAAGCGGACCACAGTGATGGTTAAGAACG 

Exon 3 



AG GAC AGT CTGGT CT T T G T C C AG AC AG AC AAAT CAAT CT ACAAACC AGGG CAG ACAGGT ATG AAGAAGCCT ACAG ACAGG 
A2M_3i 
rs226383 
C 

AC AACTT CAAAAAGG AAAG ATCT TCTT C CC C TG G AT G TT CC CC AGGC AAAGTT CCT AT AATCT T GGTT CCT TAAT AGCTT 

Exon 4 



GTCTTACCAGCCTACAGGCCTACTTTGGGTTTGGGGGCTCATGAAAAATATTTCTGTTTCAGTGAAATTTCGTGTTGTCT 
Exon 4 
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34 721 CCATGGATGAAAACTTTCACCCCCTGAATGAGTTGGTGAGTTTTCTATTATCTACATAAAATGATTGTCTGTATAAACAG 

34 801 GCTGGGAACCTGTTTTTTGTGCTGAGGGAAGACCAGGGAGAGGAAGAATCTGGTATCATTAACAGTAACTTCTGGCATTA 

34881 CAACAGCACAAGATCCTAATCTAAAACATCATTCCAGGTAAAGAAAGTAGGTAATTCTTTCTGTCTTGGTGCTGGTACTC 

34 961 AGT CAGTTGTC AC ACAATT AAATTTACTTT T CGG AT GGTT CTTAATT AGG ACAATT AG AAAGATACATT C AATAGCAGAC 

35041 ACAGAAAAATCCTCAAAGAACCTAAGCTCAAAAAACATTTTAAAGATTTAGATTTTTTCTATACACATCTACCAAAATCT 

35121 TCACTATAAAGGAAAGTCAGGGTAATTAATTTGTTCCTCAAGACTAACTCTTGGTATCTGTGATAAGAAACAGTTCTTTC 

35201 TATTGTAATGCAGACATCAACCCAAAGTCTTCATTTTTCTCTCCCAAATTAACTTCTTCACATTTTCTTATCTCAAAAAG 

3 5281 AGGCAACTCTTCTCTTCTAGCTCCAAAGACAAAAGATTATGGCCTAGTTCTTGTTTCTCTTTCTCTCATACCCACATCCA 

35361 CTTCACTGGAAAATCATGTTGGCTTAAAATATATTCAGACTATTTCTTATCATCTGAACTACTGCTGCAAGCTAGTCCTA 

354 41 GTCAATGTCATCTCTAAATAAGATCATTACAATAACCTTCAAAGTGGTCTCCCAGCTTCTACTTTCACTCCTCTGTCTAA 

35521 AATGAGGCACCACACCCATCACTCTGTCAGCCTAACTTGGCTTTGTTTTTCTATTTGCACTTACCACCATTCTATACGTA 

35601 TTGATTTTTAAAAATCTGCCTATTTCTATTATAACATAAGCTCCATTAAAACATGGTTTATTGTTCTTTTGTGCGTGGTT 

35681 AT AT T CT C AAT ACCT AGAATG AT ACAC AGCG CATG AGAAGGT ACTT AAT AAAGAT T AGTT TTT AAAAATGAAT AAAC ATT 

357 61 CATAGTAGCTTCTTATCAATGTTTATTCATTTTTAAAAGTAATATTTATTAAACTAAATTTATTAATGAAATATGTCCAT 

rs226384 



35841 
35921 
36001 
36081 
36161 



36241 
36321 
36401 
36481 



36561 
36641 



36721 



36301 



36881 



36961 



37041 
37121 



37201 
37281 
37361 



37441 



TCCTCCTCATTCTTAGAACTACGTAAGAATTCTATGACCCATCTTAATGATTACATCTGAACATATTTACTTATAGTTAC 
ATAAGTGTT T ATTT CTCAACCTGT AAAATTGCAT AGC AAAGG ATTGATCTT CACT AGGAT GCT AT AAG CACTT AAGACAT 
GTTAATCCATTTTTAGTAAATGGCACTTTACATGTATATTTGTTGCTGAAGGCCTAGTAAGTTCTTAACATTATTTATTA 
ATTGCTTAAAATAGAT T AATGAAAAGT TCT ATAAAATTT AAT CTGGAAT AT TTCTGTATTT CACT AT AGAGGG AATT ATT 
CTATATGAAACTAATTTAGATTTTTTAAACTTTTTATTGTTTTTAATTTTTGTGGAAACATAGCAGGTATATATATTTAT 

rs226385 

C 

GGGT TACATGAGAT AT TT TGAT AC AGG CATGCAGTGCATGAT AATG ATT ATGG ATG AT AATCATT ATCATT ATCCAT AT C 
ATT AT CCAAT CAT GGAT AATGAT TAT TAT CATG CATTGC ATGC CTGTAT C AATAAATGGAGTACCCATCCCCT C AAACAT 
TTATTCTTTGTGTTACGAACAAATCCAATTATACTTTTAGTTATTTTTAAATGTAC^ATTAAATTATTTTTTACTATACT 
CACCCTGTTATGCTAGCAAATACTAGCTGCTTTGCTTATAAATGAGATTTAAGAATATTTGAAAATAATTATAAACTTCT 

Exon 5 



T TTTT CT TTTGT CT TTCAGATTCCACTAGTATACATT CAGGTAAGCAACATG AAACAT T CCATATT AAAAGG AAAGCAAT 
ACATATAGGGAAAATGTTCTTATTTCAGAGGTTTTTACAATATCTCAGAAACTTGTCATTAAAGGAGAAGCCTTCAAACT 

rs226386 
C 

CCCATAGAGCTAGATGGCTATAACTCATCTCCTCTACTCACCCTTTACTACTACCCCATTTGACCTTTTTGTAGATAACT 

Exon 6 

TAGGGTTTCCATAGATATCTTTTATTAGCTCCAATGCTCCAGGTGCTTTTGTAAGTTATAATTAATTTACTCATATAGGA 

Exon 6 

TCCCAAAGGAAATCGCATCGCACAATGGCAGAGTTTCCAGTTAGAGGGTGGCCTCAAGCAATTTTCTTTTCCCCTCTCAT. 

- Exon 6 

CAGAGCCCTTCCAGGGCTCCTACAAGGTGGTGGTACAGAAGAAATCAGGTGGAAGGACAGAGCACCCTTTCACCGTGGAG 
Exon 6 



GAATTTGGTATGGATCATGAAAAGTCATCAAGCATTATTTTTCTTCATATTTAAACTCTTAGGTCCTGGAATTTAAGTTC 
ATT TGGAGTCTTTCCATTTCCCATGGGTGAC ATT GGGCTTGGAGTAGAATT AATT ACACCTAAGT CCAAT GAGGACATC A 

A2M_6i 

A 

GTGATCTGTGAATAGGACTTCACATAGCTTCGTTATTTTCTGTAGCAATATTTAATACCAACCCCCAAAATTAAAACATT 
CTTGTTTTAATGGAGTTTTCCATAATTAATTAAGCACACAGTGATCTCTCATAGTCCCTCAACTGAAATCTTCATTTGAG 
AGGAGGATAGATAAGAATAGATTGGAGAGCAGAGCTACCTTTTCAGAGCCCTAAAATATTATTAGGGAACTGTTACAGGG 

Exon 7 



AACCT GAAAAT AGG AATT CC CCCAAAGT TG AAAACC AAT C ACC AACCT T CT TT AT CACC AAT CAAC AGTT CT TCCC AAGT 

Exon 7 



37 521 TTGAAGTACAAGTAACAGTGCCAAAGATAATCACCATCTTGGAAGAAGAGATGAATGTATCAGTGTGTGGCCTGTGAGTT 

37 601 CATTTTTTAAAAATCTTTTGTGGGGGATTATTTAAAAGAGACTCACCATTTGGGATATTTTAACTACTCTCTCCGGGAGC 

37 681 AGTGGCAACACAAAAATTTTAAGTGCTTTGACAGCATCCTCATCTGTAGAATGTTATTCTCCTGTTGCTTTTCTATTTTT 

37761 ATTTTCTTTCACGTTCTTATCAGTATTATTCTATCATGAGGTAAGAAACTGTTTCTAGAGAGGTTATGCTAATAGGATTG 

37841 ATTCTGAAAGTGACAAAACTGCACACACACACACACACAAAATGGGAAGGGTGGATAGTGTTGAAGGGTATTGGTTCTGC- 

37 921 CTTAACCAAAAATAACCAAACGT ATATTAGGGAGATAATTAACACATGGCTATAGGGGAAATTCAATCATCAACAGATCA 

38001 TTTACCTGACCTTGCATGCTTACTGGAAAAATCACTTAGATTCAGAATTTGTAGAGATAGGCATACAACTGAAATCTCAT 

38081 CTAACTCACTAGTCCACCTAAGGCGGGTCTACATACCTGTCTGCACTGACATTTTTACGAAGAGACTGAACGTGATTTCT 

38161 CAAGACAGTCTGTTCCAACCTTGAAAAGTCTTGTTTCCTGGATCTTATGTTCCCATCCATGGTGGCACACAGTAGCAGTA 

rs226387 
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38241 GCAGGAAGAGCAGGTATAGTCCTGTCCAAAGATCACACATGTAAT ACACCT ACTATTCAGCTAGGCCCCTGCTCCAGTTC 
38321 TGTCTCACAGTGATGGCCAAGTTCCTGGTTCCTCAT AACTGGTGTGATCTTGCAAAT AGACATACAGAGGACATTCTCAA 
38401 AT AGGAAAGGAGACAAATGCACTTGGAAACCCAGCAATTGTCTATGACAT ATTTACGACACAATCCCACTTTTGTAAAAA 
384 81 AGTAAACAGGCCCGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGGCAGATCACGAGGTCAG 
38561 GAGATCAAGACCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAAATACAAAAAATTAGCCAGGCATGGTGGCC 
38 641. AGCGCCTGTAGTCCCAGCTACTTGGGAAGCTGAGGCAGGAGAATGGCATGAACCCAGGAGGTGGAGGTTGCAGTGAGCCA 
387 21 AG AT CG CAC C ACTG CACT CC AGCCTGGGCG ACAGAGCGAG ACT CC ATCT CAAAAAT AAAAT AAAAT AAAAT AAAATAAAA 
38801 TAAAATAAAATAAACAAGTGAAACTCGATATAGAGATGGCTGCACATGGGGAGAGGATGATGGAAGAAGAGACACTATCG 
38881 TACTAATAGTTTGTATTCCTAGGTAGACTTGAGGGCGTTTGGGTTTTTTTTGTTCTGTTTTGTTTTGTTTGTTTCGTCTT 
38961 GCTGGTATTGTTTCTCTTTTAAGAACGGGTTTAAGTTTTATAATAAGAAAGACTTTTTTAAGATAAAACTAAAAAAAAAC 
39041 G AGGAAAAAAAAGAAATGATAAAAGAAGAATGT AAATTTCAGCATGTTGCAATGGAGATTTCTATAAGAGCCATTAGTGA 
39121 CTCTTGTCTTCAATATTGTGTGAGCCCAGCAGAGAGCAGAGGGAAGTACAGACAGGGAATATACTGTAGCTAAAGGGGAG 

A2M_8i 

rs226388 Exon 8 

G 

39201 ATATAAATAGCTAGAAAATGGGGAGGTTCAGTGTCTGCTCTGATTCCTTTGGGAATGTTCTCATGACAGATACACATATG 

Exon 8 



39281 GGAAGCCTGTCCCTGGACATGTGACTGTGAGCATTTGCAGAAAGTATAGTGACGCTTCCGACTGCCACGGTGAAGATTCA 
Exon 8 



393 61 CAGGCTTTCTGTGAGAAATTCAGTGGACAGGTAGGTTGAACACTATTTTTTCTAGAGAATAGCGATAAAGGCATTGTTGA 

394 41 AAAGCAGTG AGTTGCAGC ATTT TTCTGACGC AGGAAG AG AACAAT CT AGAAGAGAAT T CCAT GT TGGCT ATTGT AAT TT T 
39521 TCAAAAAAAATCATGAACTTAGCACAATGGGAATTATTTATTTCTCGTAATTGCCCATTGTGAGTGTTTCAGAACGATAG 

rs226389 
G 

39601 ACACTGAGCCATCTAAAGCCTCCATGGGCATTCACTTCTACAAAGGAAGGAAAAAACCATACACCTCTTAATTGCCTTAG 
39681 CTGGCCAGGCCATCAGTTCTGCTCTCTCTGTGAACAAGAACCTATCACATGGCCCCACCAAGATGCCAGAGAGTTGACAA 

397 61 AC AC AGT C CC CAT AT AGAAGGCCG CT TCC CAGCC ACAGCTGAAT ATT ATGG AGG AGGAAC CAG ACT TTGAT GAGGAGTTC 

398 41 T AATGGT C AAG AGC AGATGT ACTGTGT ATTTCAAAATAGC AAGT GG AC AGGACT T GAACTATT T CCAAC ACAT AG AAATG 
39921 AT ACAT ACTTGAGT TGGT AGGC AC CCT AAAT CC CG C GAT G TG AT CAT T AC ACAT TCTCTGCATGT AACAAAAT AT CT CGT 
4 0001 GT AC C CCAT AAAT ATGT AT AAAT ATT AT GCAT C CT T T GT ACAAAAAAAATT ACTCCTC AAATTT T AAGACATTT CT AT CG 
4 0081 CAATATATCTAGGGAATTTCAGAT ACCAAGGAATACATCTGTCAATTAT ACATGAGATATTGTTGTGAAATTTAATATTT 
40161 AGTTGCTAGAGAATATTTATTGTGTCCTCGTCATAGAAAATGCCTACATGATGTTGTCCCCCCACAAAAATCACACCGGT 

Exon 9 

4 02 41 T ATCTGACCACTGATCTATTTAGTATAATATGCATTATATTTTTGTATTTTATTTTCTCCCTTCTTAGCTAAACAGCCAT 

Exon 9 



40321 GGCTGCTTCTATCAGCAAGTAAAAACCAAGGTCTTCCAGCTGAAGAGGAAGGAGTATGAAATGAAACTTCACACTGAGGC 
Exon 9 



404 01 CCAGAT C CAAGAAG AAGGAACAGGTTTG TGT ACT AC AT GGGT AT AAGAGAAAAC ACAACAGGC AT TG ATTTT CTT AGCCA 
404 81 AAT AATGAATT GT AAGTT GGGGGGAGGTGAT AG AATTT T AGAG ACATC ATT CT T C C C AAAAATAACAG ATTTTT TT CTCT 

Exon 10 



40561 TTTTTCAGTGGTGGAATTGACTGGAAGGCAGTCCAGTGAAATCACAAGAACCATAACCAAACTCTCATTTGTGAAAGTGG 
rs2229298 

A (R360Q) Exon 10 



4 0641 ACTCACACTTTCGACAGGGAATTCCCTTCTTTGGGCAGGTGGAGTATTTTCCAGTTCACTCATCAACCCATGTACTGTTA 

407 21 CCTAATTAGCACAATAGTTATGGTTTGTGCTAAAACCATGCCTGGTTAATGTTATCATTTAATATAACCAAAAGTATAAA 

4 0801 ATATCACCAAGGCTTGATTAGTATAACCAAAGGTATAAAACTACATAAAAATAGATTTATTCTTCTGTAAATTTGTGTAT 

4 0881 GAAATGTATGTAATTATCCTAAGGCCTTATTAAAATTAGTAGAGTTTTCCCCCCTTCTTTTGAAACAGCATTGTACAAGT 

4 0961 CACTCAATCTCCTTCTCATGGTTTACCAGGCAGTCTCAGGTTTTTATGACATTTTCTCACAAGAATCTCAAAATTCATGC 

41041 T G ACC AGTTT C ATT ACG ATGCT AAC ACT AACTT TGT AT GG AAAC AGGT GGGT AGGT G GT TTT AAT T TT T AT T T T GAAGT A 

41121 TTAAAGATTCTACAATAATGTTTATTTCATGGAT AGT AT ATTT ACACT ATTTTT CT AT AACAAGTATATTTCTAAAACAG 

41201 TGAACATGGGGTAAAACACTGCTATTTAAGGTTCTCAGATTTTTGAATTATGAATTTTCATGTTATCTACCAAAAAAATC 

41281 TTCTCTTACAATTTTTCTGTTGTCAGCAGATGTGCAAATGGATCTTTATGACTCTAGAAGTCTGAGATCACAGTTACATG 

41361 TGCCTCAATGTGTATTTACTGTGTATCATTTTCTTAATGTAAATGTTACAGGATTTCAGCTATGAAGGGTGTAAAAGAGG 

414 41 CATAGACTCAACAAAGTGGAGTACATTCTAGAAGGCTTGGTTATGTCATGACACCAAAATGTATTCAACTTCCTAAAATG 

41521 AAAGTGTAGCTCATTTGTAAATTTCTCAGAAAGATAGTGTACTTTGTAAGTACATTTT ATTGCTGTTAAATATCCTATTT 

41601 GTC AT AAGACTCTCTAGCT AGAAGAAAATCAGAATTATGTGCCTATTCTTGTCTTTGTACATGCAGCCAACATTTC ACTG 

41681 GCAAACTTAGATTTTGTAAATCAATTATGAGTACTGATGGGGGTCAGCCTATTGTTCTTCCTGCTACCAACTGTAGCTTA 

417 61 TACTGAAAAAGAATTGCCACCTTTACAATCTGAACTGGACTACTCAACTGCCAATACAATATTAGCAGTAAATTAGATTT 

41841 GGC AACT T ATTT AAT ACT GTGTG CCT CTTTTC AAT TTT AT ATTTTT CAC ATGGG AAG TG TGT CAT AAAAT CTGCCTACCT 

41921 TCCAAAAGGCTGAAGATCTAGGTTGAGAAGCAGAGACCATGTCTAAGGCAACTGGAGAAACACACAGGACAATGTATTGG 

42001 CAATTGTTT ACTTGTGC ACTT AT GAG ACT T CAG AC ACT AATCTAT AGGAAGTT AATGGTCC ACTCCAAAAT AGGTGTTTG 
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4 2081 GGGC AC AAAT AAATTT AGTT AAT AGATTAATAG ATT AAAATATTTCATTATCAT ATTACTCTAGTGCTCTGTGACTCTCT 
42161 AAG AGTT AT AT AT AAT AAT AC ACAGC ACT T CCAAAAT AT CT AG AAG AC ATTT TT CAGGT CACT C T TGT T ATT AT CCCTAT 
42241 CACTCTCTATCCCTTCACACTGCTCTGTTTTTCTTCTT AGGATTGATTACTACTAAATTAGTGTATGTTATGTATATATT 
42321 T ATTTAGCATCTATCTCTTTCACTAGACAGTAAGCTCTGTGATGGAAGAAACTTCGTTTTTTTTCACTGCTGTGTCCTCA 
4 2401 GTGCCTGGAACCATGTTCAACATAGAGGAGGCACTAAAAAATGTGATAAATGAATATGTTTGGTGCCTATTAGTTATTAC 

Exon 11 



4 2 4 81 CAATATAACTAATCCACAGCTTTTAATCTTCAGGTGCGCCTAGTAGATGGGAAAGGCGTCCCTATACCAAATAAAGTCAT 

Exon 11 



42561 ATTCATCAGAGGAAATGAAGCAAACTATTACTCCAATGCT ACCACGGATGAGCATGGCCTTGTACAGTTCTCTATCAACA 
rsl049134 

C (N413N) Exon 11 



4 2641 CCACCAATGTTATGGGTACCTCTCTTACTGTTAGGGTAAGTTTGGAAAGAAATTACCAATGACATGAAGTAGCCTTGGAA 
4 2721 ACAAGGTTGCAACCTAAGGGTGAGAAAATTTGCAAACTGTGTCTAGTTCTATGGAGAGAAAAAAACTAGCAATTAGAAAC 

A2M_lli 

rs226390 

A 

42801 CGATTGAAGGTTAACTTTTTTAAAGTTTATGAAAAGAAGGCAGTATATTGTGATTAAAAGTGCGGGTTAGACTTTAGCAG 
4 2881 TGTTGCTGGGAACGTAAAATGGCGGAGCCACTATGAAAAACAGTATAGTAGTTCCTGAAAAAATTA/yVAAATAGAATTAC 
42961 CAAATGAT CCAGTAAT CCT ACTT CTGG ACAT AT ATT CAAAAG AAT CGAAAACGGGGTCT CAAAG AGCT ATTTGCACACCC 
4 3041 GTGT TCAT AGCCGCACTATTCACAAT AGCT GAG AG ATCG AGGCT AC C CAAATGT CCAT C AAGGGAT GAACAGGTAAACAA 

rs226391 

T 

43121 AATGT GG T AT ATAAATACAACAGAAT ATT ATGCAGC CT GAG AAGGGAAG AAAAT CCTG T CACATGCT ACAGCATGAATGA 

rs226392 
A 

4 3201 TCCTTGAGGACGTTATGGTAAGTGAAATAAGCTAGTCACAAAAAGACCAATACTGTATGATTCACGTACATGGGGTTTCT 
43281 AAAGT AGT CAAAGT CAT AGAAACAGAAAACAGGATGGT GGTT GCCAAGGGCTAGGGAAAGAGAGAAATGGGGAATTCCTC 
4 33 61 TT ATTGGT ATT CAGGT TT AGTT TTACAAGATGAAAAGT T CTG GAG ATCT GTT GCAC AACAGAT AT ACTT AAT ACT AC CAA 
4 34 41 ACTGTACACTAAAGAATAATGAAGATGGTAATTTTATGTTGTGTGTGTGTGTGTGTTTATAATAACTTTTTTGAAAAGTG 
4 3521 TGAATTCCAGAATCTGAATCAGATAAAGTGGTTAAAAATACTGGCTCAACCCTATTTTAAGGAATTAACTAAAACCTCTG 

rs226393 
A 

4 3601 TGCTTCATTTCCTTATCTGTAAAATGATTGCAATACTAACACCTGACTCTTGGGGTGGTTGTGAAGATTAAGTGAAATCA 
4 3 681 T ACAT GTT GAAT CACTT AGT AAGCCC CCT TTAACTGTT AG AT ACTTTT ACT AT AAAAG CGAATTC T AAC AT AATTAGCAT 
4 37 61 TTAGTTTTAAATATATATACTCCAAAAATTATTACCTTACTTTATTTTGTCTTGCTATTCTAATTTTCTCCAGATGACCT 
43841 GTT C AT ACC AAT AT AAGTTAT T CGGT AT AG CAT GCAGT CCT CT ATT CAT CAAGAGAGAT G T AGAC ATGT CT AT AGAT AC A 
4 3 921 TGGATATACAATACATATTTAATATATATTACATAATCATGGTAATGGAAAACGCCTGCCTCTTTAGAGTTTTACCTTGT 
4 4 001 TAT AG AGAAATAAAT AAT ACATTTT ATTT ATTT AGCT TT AAT AG AT GGCAT AAAAG CACCTCCCTCTAATTTGAATGTTT 
4 4081 ACTCATTTCAAAAAGTGTCTTGAATGCTTTCCACGTGCCAGCACTGTGCTAGTCTTGACAATGAAATT ATTATTTCTACC 
4 4161 TGTTCCCTGTTTGGGGTGATCATATATGT-GTTGTCACCAAAATATACATTAAGATATGAACAAAATGTTTTGCTCAAGGA 
4 424 1 T T CACT AGT GCT ATT GGGAG CTGGGGAT GAAGG T AGAGG AAGCCT GAAAGGAGCT AAGGAAT AACTTCT ACAGGAAG AAA 
4 4321 AGT TGGAAAT ATAACCCAAATAGGG CCT CT G AGGT AT T AGAAT CCAGATT G C AGGG AGC ATT AAAAAT AGT CAGCCT AGG 

rs226394 
T 

4 4 4 01 CCAGGCACGGTAGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGGTGGATTGCGTGAGGCCAGGAGATCGA 
4 4 4 81 GACGAGCCTAGGCAACGTGGTGAAACCCTGTCTCTACAAAATATACAAAAAATTAGCTGGGTGGGGTGGCATGCACCTGT 
4 4561 AGTCCTAGCAACTCAGGAGGCTGACTGGGAGGATCACTTGAGCCCCAGAGGCAGAGATTGCACTGAGCCAAGATTGTGCC 
4 4 641 ACTGTACTCCAGCATGGGCGCCAGAGCAAAACCCTGTCTCAAAAAAATAATAATAATAGCAATCAGCCTAAGATAGCCCA 

rs226395 

C 

4 4 721 GAAGAGGTAGACTTCAGCTAATTCATCAGCTCAGCTCTTAAACCAATGCTTTCTACCAATGTCTTCTCAGACCCCTAAGG 
4 4 801 TTACAATATTTTATTTATTCATAATACCCATTCAAAATCCACCCTAAAAGAGGCAGCTGCTTTCTGAAAGCACAGTTCTT 
4 4 8 81 CCATTTCTAGAGATTATTTACTCTCCTCAATGAAGTTTCATAGCTCCAGTGTCTCTAATTGCACAGGTAAAGCAGTCAAA 
4 4 961 GAAAT TT C AAGCAAG C T AAT C AGAGC AAAGG AT GCCTCCTTT T ATG CT CT T AAG AAAT AT AAAT CT CAAT CCC AGG AGGC 

A2M_12i.l 

G 

4 5041 TCTGCAGTGTAAAGTCACAAAGCATGCCTACATTTGAAGCAGAGAAACAAAATCAGGGGTCCTTCTCCCACTTTTCATTG 
A2M_12i.2 
T 

45121 TGGAACAAAAGATTTCT AGCTACT AGTTAAGGT AGG AC AGT AAACTT ACGTAGTTTTGTGAGAACATT AATCTTT ATGAC 



A2M_12e 
Exon 12 T (Y432Y) 
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4 5201 GTATAATCTAAAAATAATATAATTTTTCTAATTCATTAGGTCAATTACAAGGATCGTAGTCCCTGTTACGGCTACCAGTG 
rs226396 

A (V437V) Exon 12 



4 5281 GGTGTCAGAAGAACACGAAGAGGCACATCACACTGCTTATCTTGTGTTCTCCCCAAGCAAGAGCTTTGTCCACCTTGAGC 

Exon 12 



4 53 61 CCATGTCTCATGAACTACCCTGTGGCCATACTCAGACAGTCCAGGCACATTAT ATTCTGAATGGAGGCACCCTGCTGGGG 
Exon 12 



4 5441 CTGAAGAAGCTCTCCTTCTATTATCTGGTGAGAAGGGAGGTTACTGCGTTGACTTCACTGTAGACAAAAGCTCTCTGTGG 
4 5521 AGCAAGTAATCATGAAGCTCTTTAGATGTCATTACTTCAACTTCTTATCCATGTTCCTTTTGAAAGTTTGATTTCTCTTG 

rs226397 

A 

4 5601 AGGTGAATTATTGCCGGCAGGGACTCAATAAAACAAGTATATTGAAGTGAGACTGAAGCGTGTTCTCTCTGGCACATTTA 

Exon 13 



4 5681 ATTTCTTTTTATTTCCTTTTTTGCAGATAATGGCAAAGGGAGGCATTGTCCGAACTGGGACTCATGGACTGCTTGTGAAG 
Exon 13 



4 57 61 CAGGAAGACAGTGAGTATTTCCATCATCTCTGCATTGCTGCCCCATTCTGACCCATTCAGCCTT ACACCACGGAAGTATC 

4 5841 AGAATACTTTCCCTTTTTTTCCATAGGTTTTTGGGGGAACAGGTGGTGTTTGGTCACATGAATGAATAAATTCTTTGGTA 

4 5921 GTGATTTCCGAGATTTTGGTGCACCCATCACCCGAGCAGTATACATTGTACCCAATTTGCAGTCTTTTATCCCTCACCCC 

4 6001 CTTCCACCCTTCCCCCTGAATCCACAAAGTCCATTGTATCATTCTTATGCCTTTGCATCCTCATAACTTAGCTCCCACTT 

4 6081 CCTAATAGCTTAGCTGCCACTTCCTAATAGCTTAGCTCCTACTTCTGAGTGAGAAGATATGATGTTTGGTTTTCCATTCC 

rs226398 

T 

4 6161 TGAGCTGGGAATATCAGGAATACTTTCAAGTAACGAGAGACCATTTCCATCTAATATTAATTAAAAGAAAGTTGAGGGAG 

4 6241 GGAAAACAATAATGGTTTTTTTCTCACCCTTTATCAAATATGTGTTGTCTTTTTTTTCAGCCTATTTTCTTTGCGTTATT 

4 6321 TAAAATATTGGTGTGGGCCAGCTATGATGGCTTACGCCTGTAATCCCAGTACTTTGGGAGAACGGGATGGGAGGATCTCT 

4 64 01 T GAGGT CAGGAGTT TGAGACC AGC CT GGT CAACAT AGTG AGACCCCAT CT CT AT AAAAGT AAATAAAT AAAT AAAT AAAT 

4 6481 AAAT AAG AACAAAGGGGGAAAAAT AAAAT ACATAAAAT AT TGTTGTGT AT AAT CT ATGCTT ATTCCAG ATTTTT AAACCA 

4 6561 T AAAT ATT CT TGAACCT CTT CT C AAAAT GAGAATT GTGTTAGAGAATGGGGTGGAG AAAAT GTACGATTTCAAGGTATGT 

4 6641 TGTATATACCAGGTCTTGTGCTGAGTCATTTATGTCATTTATATTATTATAAATATCTTTTTTCCCTTTCAAGATAGTTA 

4 6721 TGATTTATGAAGCATTAAATTGGGTACTTCTACCGACTGAAGCGGACTCTTGCCATGAGCAAATATGTCATAATATAAAC 

4 6801 CTTTGAAGGTTGCTCCTAGTCTAGTAGACTCTAAAAGATAACTTGCTAGAAAAGTATCAGTAATCTACTCTCTCATTAGT 

4 6881 TCTTGT AGCAAC AC AG AAGC ACC AT AGC AG ACTGAAGG AAACTT AATG CAAC CT CT AAAGAAT CT ACAT AGGC AT CAAAA 

4 6961 AAT AACTT CTGAAGGAGCATGGT GTT CC TCTTATGGAG AAAGAACCAAAT ATTGGCT C AT AG AAGGT TAAAGAGCATGT A 

47 041 GCATGAATACAATGTGTTGAACTCTTACTCTTACATCTCATAACTTCAGGTTCTATTTCCCTCTTCTAGTATGAGGCCTA 

4 7121 GATCAAATGGTAGTGAATTGGATGTCTTCATACCCTTAACTAGCATCAGAACATTAGGTGGGTGAGCTGAAGCTTAAAGC 

4 7201 T GG TG AAAAAT C AACAG AGT AT AT G AT TT ATGAGAGGAG AG AGGGCTT TGAT AGGGTTTT TT T CTAAAGCTAGAGT C CTT 

4 7281 AGAGGTAATCATCCATTTGTTACATCTACTGTTTATTATGTCTGTTACATCTACTAATGGAAATAGTCATTAACCTATGA 

Exon 14 



4 7361 TGGCTTCCTCTCATTCTCTTTGTGCCCCAGTGAAGGGCCATTTTTCCATCTCAATCCCTGTGAAGTCAGACATTGCTCCT 

A2M_14e 

Exon 14 (C563R)C 

4 7 4 4 1 - GTCGCTCGGTTGCTCATCTATGCTGTTTTACCTACCGGGGACGTGATTGGGGATTCTGCAAAATATGATGTTGAAAATTG 
Exon 14 



4 7 521 TCTGGCCAACAAGGTGTGTGTTTTAGATCATAAAATCTTCAACATGTAAAACTAGAAGTTACTATTGTTATCATTTGTTT 

A2M_14i.l 
AAG/- 

4 7 601 TACAC ATGTGAACATTAGGGCCAAAAGGGTT AAACAAATTCCCCAGAGACATTC AGCAAGGT AGT GGCAGAGTCACACT A 
A2M_14i.2 
C 

4 7 681 AGAAGCAG AATCACTTGATTCCTTATACAAAACTCTCAAACTTCTCCTAGCAGTGCCTCTTACCAATT ACACAGTTCAGA 
4 77 61 GTATGTTATTCCCTTCTTCTATGATGAAACGTTGGGAAATATGTAAGCAAGTTTTTAAGACTACTAAGGAGCCAAAAGAA 
4 7 84 1 AAATGCAAGAGCACCTAGACCCATGCATGTCCCACCACAATTAATGAGCACCTTGCCGTGTATCAAAGATAAAAATGGCA 
47 921 TTTCATG ACTAGTAATTTAT AAGAAT AATT AGAAAT AATTCT ACTGGCTCAAGTGATTCTTGAGAATGAAAGAGAAGTGT 
4 8001 AGGGAACAAAAAGCTTCAGGATTGACACAATGCCAACCCTCCACGAAGTCAAGCAGAGTGGTT ATACATTGTACATGAGG 

Exon 15 



48081 



AACACTCTGCAAATGCGAGTGAATGCATGGGTAAACCTGGAAATTTGCTTTTCTGACCTTTTGTTCCAATTTCACAGGTG 

Exon 15 
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4 8161 GATTTGAGCTTCAGCCCATCACAAAGTCTCCCAGCCTCACACGCCCACCTGCGAGTCACAGCGGCTCCTCAGTCCGTCTG 

Exon 15 



4 8241 CGCCCTCCGTGCTGTGGACCAAAGCGTGCTGCTCATGAAGCCTGATGCTGAGCTCTCGGCGTCCTCGGTGAGTTCCTGGC 
4 8321 AGCCTCAGGAATCAAGAAGGGCCGTGCCAGGGGCTCAGAGCAAGGAAAAATGACTGGATAAGTAGGATAAGATC AATTAA 

rs226399 
T 

4 84 01 AATTATATTTATCTAGGAATTAATTGCTTTGAGCTCTCTTGTGGGCTTTCATTGGTAAGGAATTATATATATATATATAT 
4 84 81 AT AAC T ACT CACTT CTGC AGTT AAAAAAAT AAAC AAAAT AC AAT AT ATTG AAT CAAAT AAAAG AAT TT TT AAAAGG AC AA 
4 8 5 61 AATGTGATGAAAATTAACAACCAAAAAAGGACTCGTTATTCAGACACGTTAAGCTTCTTGCTCAAGAGCACATAGCAATA 
4 8 641 CAAATTCAAATCTTCTGATTGTGTCAGGACATCCGTATATGCAAGGCTGGAGAGAATACAGAGCAGATTGTGAAAAGTGC 
4 8721 TATATGAGAAGTGC^GTTATGCAAAATAAAAGAAAGGATTAACTGAGCAACCGGGGAAGCCGTTCGAAAATTATATATTT 
4 8801 AAAATGTAAAAAGACCATACAGTACCCAAAGTCCTTAAAATCCCAGAGCT CCATGC AACCAGTAAT AGGAGTTGTCAAAC 
4 8881 TAGTTTCAACATTTCAAAAAGCCTAACAAAAGTGATACATATACCTGCACTGAGGCTATACAGGCTAAATGAAATATCAG 
4 8 961 ATTTCCGTTTTTATAAGAATTATGGCTGGGCCTGGTGGCTCACGCCTGT AATCCCAACACTGGGAGGCCAAGGCAGGCAG 
rs226400 rs226401 
C G 

4 9041 AT AACTTG AGAT C AGG AGTTT GAG ACC AGT CTGG CCAAT AT AAT GAAAC C CCGT AT CT ACT AAAAAT ACAAAAATT AGTC 
4 9121 AGACGTGGTGGCGGGCGCCTGTCATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGCAGAGG 
4 9201 TTGAGTGAGCCGAGATCGTGCCACTGCACTCCAGCCTGGGCAATAGAGCAAGACTTGGTGTCAAAAAAAAAAAAAAAAAA 
4 9281 AGAATT ACAT C AGT T G AAAT AATT GCTGT CCCAAGCT ACACAT AATT TCTGAGGGAACAT ATGT ATT AT CT CTGAGG AAC 
4 93 61 AAAACTTAGG<3AAATTGAACTACTATATAATTGACATTGATAACTGAACTCTTTGAAAATATGGAGCTAATAGAAGAAAT 
4 94 41 ACCAAAAGG AT ATGCTGAAT TGGAACAAC AAAAACT AGT T AAT AGC ATGTAC T AATAGT AGT TTGCTCACAT CTT CAAAT 
4 9521 TTTTAAT ATGAGACCAATTGTAAT AACCTCTTACTGAAGCTTTTTCTACT ACCAT AATTT AACAAAGAGAAATTTATATT 

rs226402 

A 

4 9601 TTTATTTTCCTGAAATAGAAACTTATAAAAAAATGTTTCTTACTTGTTTGTCCTTCTAATGGGATTTTAACTGAAAATAT 

rs226403 
G 

4 9681 T AGAAT ACT T CT AAAGGAAG CATCAAGT AC AT TTC AACAGT AGG AT CT CAAGAGGATATGTGGG AAAAT AAT AT ACATGT 
4 9761 TTTATACTTTT ATAATATAATTTT ATAATTCTCAAAGAATTTTT CAAATT ATAACAACCCTGATGGGTAGATAAGGCAGA 
4 9841 CAGT CCT ATTT ATT AAT AAT AAAGC AGAAGCT TT C AGGG ATTT AGT AGTAGACCT G AGTT AAAACACCAACT CTT CT CAA 
4 9 921 GCTTTG ATT AGT GTCTTACCAATGAAACACTTTGCTGCT ACT AGTGTAGGTCATTC ATT CAACACATTT ATTT AAT GCCC 

50001 ACTGT GT TCT AGGT AT T AT ACT AAG TGCT AGT AG AGATCAAGC AGTG AGCT ACTGGAAAGAT AAAAATGT ATGT CT CAT G 
50081 GAACTT AC ATTGTCT G TC C CAT AGAT G AGACAGACAAT AATT ATGCAAT AT GCCACAAT AAAAGCAGGG AGAGGAAATGA 
50161 GAAATGTTAAGATACTTTGAGAAAGTGTCTAATTTCATCACACCACTCACTTTGCTCATCTGTTCTTGTCAATCAGTTTT 
50241 AAACTCCTACGAATATAATGCAATGTAACTATCACAATTTTTATGTCTGTCTTACTTCTCACCTTCAAATGGACTTGAAA 
50321 GCATCATGCCTAGAATTTTACGGTTAAAGTTGTATGTATTATATGAAGATCTGGAGCATTTTGTTTCCACTAATAATACC 
504 01 TAAGAAAATGCCATCGTGTCCTGTGGAGAGAGGATATTCCTATTCGTGTGCCTGTTTAGAACATGCACCCATTAACTTTG 
504 81 CTATATACTGAGTCAGTTGCTCACCACAAGATAAGCACAAAACTATCATTTCCTTCTATCATCTCAAAGCTTTGTGCAAT 
50561 GTCACAAATACAGCAGACCTCGATTTTTCAATTAAT AAAGTTTTATTTCATTCCAGTGTTGAGTCT AGTGGTGGCCTCTG 
50641 AACTGTGTAACGAAGTAGTACTT AGTACTTAGATGAGTACTTAGATGGAGTGTTTGGTTTTTCCTAAAATTGTTAAACAT 
50721 CTTC AAAATG AAAACACT GT GTC AAGAAAATGAT C CAT ACCCT CT AT AAATC AT CAAAGCAAT GAGAGCG CTCAAAGAAA 

50801 GACGGATGTTCATTATTCCTGTTCTTTTCTCCTTGAACTTAAAAAATGTCACAAAGGCCGGGCGCGGTGGCTCACGCCTG 
50881 TAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAA 
50961 CCCCGTCTCTACT AAAAAT ACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAG 

rs226404 
A 

51041 GCAGGAGAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCGGTCCGGCCTGG 
51121 G C G AC AGAGCGAG ACT CC GT CT CAAAAAAAAAAAAAAAAAAAAAAAAAAAAGTCACAAAT AAGTTTGCCTTTTTGTCTTT 

rs226405 

Exon 16 (N639G)G 



51201 CGTATTTGTACAGGTTTACAACCTGCTACCAGAAAAGGACCTCACTGGCTTCCCTGGGCCTTTGAATGACCAGGACAATG 

Exon 16 



51281 AAGACT GC AT C AATCGT CAT AAT GT CT AT AT T AATGG AAT C AC AT AT ACT C CAGT AT C AAGT ACAAAT GAAAAGG AT AT G 
Exon 1 6 



513 61 TACAGCTTCCTAGAGGTAAACTCCTTATGTTGCAGATGGTCTGATCTTAAGCTTCTTAAAATATTACACATGGAAAAGAG 

514 41 TCTGTATTTGAATGCCTTCATGTCCTAGTTGAGGGTAATGGGATATAAAGAGGTAAGTGGCTTCTCTACTAATAGCAGCA 
51521 GATCTGCGAAAAGCTGCTGAACTAAGCTGGAACTTTTTGGAGTATT ATTCAAGTTTTCTTTTTTC AC AGG AATT AATT GC 
51601 TCT GTGATGTTT ATT AAAAT C ACAT AT AC AAAAT AATT ACTGT TGAAAGAGTTTAATGAAAAG AAT AAAATT AC AT CCT T 
51681 AAGT AT AT AAAT ATCCCTTCTACAGATGTG AATGTT AAAAGTTT AATT TAAGTT AACTGGATTGCTTGTC AAATTCAAT A 

Exon 17 



51761 



AAAAGAAGTAGCTACCTATGTATATTTTATAATATATATTTACTGATTAGATGATAATTTTCTTTGCAGGACATGGGCTT 

Exon 17 
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51841 AAAGGCATTCACCAACTCAAAGATTCGTAAACCCAAAATGTGTCCACAGCTTCAACAGTATGAAATGCATGGACCTGAAG 
rsl800434 

A (R704H) Exon 17 



5 1 9 2.1 GTCTACGTGTAGGTTTTTATGGTAAACAAAAAATTAATAAATATATATTGCCTAATATATTCACCAAATTTTAAATTTTT 
52001 TAAAAGATACAATGTGACAAAAATT AACAAAC AAAAAGGACATGTGAGTCAT ACATATT AAGGTT ATTGCT CAAGGTCAT 
52081 AT AGTAATATAAACTCAAATTCT AGTAAATGGAGGTACATGTGTT AGGCTGAAAGGAAAGAGAAAGTTTCCAAGCGTAGG 
52161 ATTAGTGTAAACAGAAATAGAAATGTTCACACAACAACACTACATTCTCCATCAGTCAGGTAAAAAAGCTGTf CAACTTC 
522 41 CC C AAAAC AT C AGC C AAT AT TT ATGT T GG AAC CAC AC ACATT CAT C AAT GAC ATGAGCT ACTT CTT TG ATGAACTGAAT A 
52321 GT AATCAAGCAT TT AT TT AT AGT C CCAT ATTGT C AAAT CAT G ATT G AGGAT AAGTTGAG T ACAG AG AAAAG AGGGT C AAA 
52401 AATC AAGG AAAGC AT T T AAGGAG AATCAGTT GGCT CT ATGGAAT T C ACT ATG AAG C CT AC CGC AT ATTTT AT T ATT TATA 
524 81 AATT AT AT T GT AT AAT CCTTT AT CAGT AAG AT AT AT AGT AAAT T T AT GC ATGT AT AGGTAT AT AT AT AT AT AT AT AT AT A 
52561 TATATATATATATGCACAATTTTTTTTTCCAGAGAGCTGGTTGTGAAATATTGACCAGCACACCCTTAATAGAAGGTGAA 
52641 TAGAGTGAAGGAAACTAACTGTAATCTTCTGACACGATAGAGAATAAAAAGTCTTTATTATTATTAAACTTTTCCCTCCT 
527 21 GTAAACTGTTTCTCAAAGCCACTGTCATAACATGTGTGTCAGTTTTTCCTTGCTCCTGCAGAGGAGCACACCAATGGAAA 
52801 CTTGGATTCCTGCCCCTCTTCACGGCCTTGTGTCATAACACTCTCCACTTAGCACAGCGGCAGCAGCCACATAGGACTCC 
52881 ACAGAGTCCTTGTGCCCCACAGACAATCCAAGCCTCTGTCTGCCAAAGTCTCTATAGCCTCTGCTTATGACCCTCCTCCC 
52961 CCAGCTCACTCCTAGCTTATTCTTGTTTTTTTTTGTTGTTTGTTTGTTTGTTTGTTTGTTTGAGACGAAGTCTCACTCTG 

A2M_17i.l 

G 

53041 TCGCTCAGGTCGCCCAGGCTGGAGTGCAGTGGCGCCGTCTCGGCCTCGGCCTCTCAAAGTGCTGGGATTACAGGCATGAG 

A2M 17i.2 
rs226406 
T 

53121 CCACCGCGCCCGGCCTCTCCTGGCTTGTTAAGTCAACCAACATATTTCCTCCTCAAAGAAGCTTTCCTTGATGACCCAAG 
53201 CGCCCTCTCCTCCTTCCTCTCTATTTCATCAGACGATTTGTTTTTTGTTTTTTTTTTTTGGTGGCAACTATTACATTCTC 

A2M_18i.A Exon 18 
(+/-) - 

532 81 TCAT AAGCTTT ATCTGT ATGTTTATTGT AATGTCTTCTT CCT CACT CACCATAG AGT C AG ATGT AATGGG AAG AGGCCAT 

Exon 18 

533 61 GCACGCCTGGTGCATGTTGAAGAGCCTCACACGGAGACCGT ACGAAAGTACTTCCCTGAGACATGGATCTGGGATTTGGT 

Exon 18 



53441 GGTGGTAAAGTAAGTAACTTCCTGCATATGCAATATGCAACAATAGAGGTCCCTGACTATTTTCAACTCTTTGCTAGTTT 
53521 TTCTGTTTTTATTGTTTTATATGTTTATGATGTACAACATGAT GTTTTGATATATATATATACACATACACATAGTGAAA 
53601 TG ATT ACT AC AGT CAAGC AAAT T AACACAT CCATT AGCT CAC ATT GTT ACCT AT TT TTGTGT G CATAGC AAGCAC ACCT A 

rs226407 

A 

53 681 AAATCTATCCTCTTAGCCAAGTTTCAGTATCCAATACAGTATTATCAACTGCAGTCCTCATGCTGTACTTTAGATTTCTA 
537 61 AATTTATTCATCCTACGTAACTTCAACTTTGTACCCTTTGACCTGCTTCTTCCCATCCCTGCAACCCCAACCACCTTTCT 
53841 ACTCTCTGTTCCTATGTATTCAACTTCTTTTAGCATCCACATACAAGTAAGATCACGCAGTACTTGTCCTGTGTCTGGCT 
53921 TATTTCACTTAGCATAATCTCCCCCAGGTTCATCCATGTTGTCACAAGTGGCAGGATCTTCTTCCACTTAAGGCTGAATA 

54 001 ATATTCCATTACGCATAGCCACAATTTATTTATCCATTCACCCAGACACTTAGGTTGTTTTTATATCTTGGCAACTGTGA 
54 081 ATAATGCTGTAATGAACACCA/^AACACATAT ATCTCTACAAGGTGCTTATTTCATTTCCTTTGGGAGTATACCCAGAAGA 
54161 GGGATTTCTGGGACATATGGTAGTTTCCATTTTAAAATTTTTGAGGTATCTCCATACTGTTTTCCATAATGGCTGTGGCA 

rs226408 
C 

54 241 ATGTACATTTGCACCAAGGGGAGTGAACAAATTCCTTCCAGAGAGACACTGGAAACAGAGTTTTATCCGTGAAACAAGCC 
54 321 AGTGGGGCAGGTGGAGAGAAAGAGCCGGAATGGCCATATACTCCCTTTCAGGCTCCTGGAGTCTTGTTTACTTCTCCCTT 
54 4 01 TCACTCCCAGATGCAGGCTGTTTAGAAGCCCAACCCTTAGGAGACAGCCAGAAATGGGAGATTTTGCCTGTTCTCTCTGT 

rs226409 

A 

54 4 81 ATTGAGCCAAGGGGTGGTGGGGGCGGGTAGCCACTGGCATTGCTCAAAGGCCTATTTAAAACCACCTCTGTGTTCACTGT 
54 561 GGTCTAGGGAGACTCCTGATTGCAGAGCTCCATCTACTCCTGGAGCTAGGTGATTTAGGAGCCAGACCCTTAGGTACGAG 
54 641 CTGT AAACATTGGGGTGCTTGATGCAT AGAC AAATTATTCCCAGGGGTATGTTCAGACCTGGTTTTATCCGTGGGGCGAG 
54 7 21 ' CCAGGGGAAGGAGGCATGGGAAGTGCCCTTACTGCTTTTCAGCCTTCCTGTAAGTCTGTCGTTTCCCTGCTCCTTCTGCT 

rs226410 
G 

54 801 TCCCAGTGCAGGCTAGTTAGAAGCCCAACACTCAGTCAGCAACTGATAAAGTGGGTAGACGAAGCCCTTCCAGGGAGAAA 
54 881 CTGGGAGCTGTTAGCTAATTTTTCAGTACTGAAGTACTTCTTTCAAACGCATTGCTAATTTCAGGAGATGTTTAACATAA 
54 961 AT ACATCAGCTAAGAAGTCTTACTAATCTAATTGCATCAGAGCTAAAAAATTTTGTGCAAATTTAATTCTAAGATTTCCA 
55041 GAAAATGGGCATAAGGACCTAATACAACCAAGGACTGCACAGATTGCCTGTAAGAGATCCCTCACTGGTTAGCAATCCTG 
55121 AGTTAAATACAGATTCAGTCAGGCCCACTATACACAAT AGTAGTAGAATTTAAAATTATAAAGCAGCCCTCAGTGAAATA 

rsll3973 

A 

55201 GCATTTTAGAGAAGAGAACTTAAGAACAATCTCAAACTGCATGTTAAATTTATAACTATATTGTCTGTAAAAGATTATGC 
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55281 
55361 



55441 



T AC AATT CTGAT AT AC T AC AATTAAAAACAG TT G GAAGAAAAGG ACTT AT AT T C C CAT CT CAAT CCTT G ATT AT ACTCT C 
CATTATTGGTATTTCTATTGAGTGTTTTTAAGTCATGGCAGTAGAATCATTCCTAGGGATTCTCTCCCTAGAAAGGATGT 

Exon 19 



ATTTAACTGCTTACTTTCTGTTCTTCACTTACACTCCTCTCCAGCTCAGCAGGTGTGGCTGAGGTAGGAGTAACAGTCCC 

rs2277412 
Exon 19 C (S773S) 



55521 



TGACACCATCACCGAGTGGAAGGCAGGGGCCTTCTGCCTGTCTGAAGATGCTGGACTTGGTATCTCTTCCACTGCCTCTC 

rsl049143 , rs2277413 
Exon 19 T (L796L) T (A807V) 



55601 



55681 
55761 
55841 
55921 
56001 
56081 
56161 
56241 



56321 



56401 



56481 



56561 
56641 
56721 
56801 



56881 



TCCGAGCCTTCCAGCCCTTCTTTGTGGAGCTCACAATGCCTTACTCTGTGATTCGTGGAGAGGCCTTCACACTCAAGGCC 
rs3210107 
rs3180392 

A Exon 19 



ACGGTCCTAAACTACCTTCCCAAATGCATCCGGGTAAGGATCTCTTTCCTAAATTAAATACAAGGTAGCCATCAAGTAAA 
TTAAAAGTTGCATTCCTAGGT^ATACTGCAAACTCTTGTATGCAAAATATGCTTACTAGATATTCATGATTGTAAAAGTTA 
CAGGT TTTGAGAT CT C CAAAT ACCAAAT T GCAC CAT AAAGCAAGTTT CT AGC C CTT ATAAC CCT T CAAAGTT AGT ATTTG 
TGTGGTATGAAGAATTCTGACAGGGGTGACAAAAGTCAGTACTCTATTCTCATGACAGATTCTACAAGGTTTCAACCTCT 
ACGATCTCATATATTTAACTTTTCGTAGCTCATTCATTATATTAAACCTAATTTTAAAAGTCGTTTGTGAGCATCTTACC 
TTTGCTGAAACCATAACTGTTTATAAGTCTTGTATCCTCTGCCGGGAGATCCGGGGGAATGGTCAAAGTTCCAGACCAAA 
GAGGTAGAGCAGCATGCCATCATTACCTTTCCCTTCCTCTGGTCCCATCATGTGAAAGAGCAGGTTGCTTCCAAAATAAC 
T C AG AT TT ACCT G TGTAAAT CTGAT ACAT TAAGAT C C AC TT AAATAT ATT T CAGGT ACTT GAT CTT CATT T ATATCAT CT 

rs226411 
C 

TTAATGTGAGGCAACCTGAAATCTAACCAATTCCTCAAGATGCTTTACTTCAAACCCATTCTCCCTCTGTTCTCCTTCCC 

Exon 20 



TCTCTACTCCCTTTCTTATGTGTGGTTTCAGGTCAGTGTGCAGCTGGAAGCCTCTCCCGCCTTCCTAGCTGTCCCAGTGG 
A2M_20e 

T (A844V) Exon 20 

AGAAGGAACAAGCGCCTCACTGCATCTGTGCAAACGGGCGGCAAACTGTGTCCTGGGCAGTAACCCCAAAGTCATTAGGT 

A2M_20i 
rs2193005 
G 

GAGCAAAAAACTGCTAGAGATAATTCTCTACTCAAAGATTGTATATGGCAGTGGGAACCTTATATTGAGTGCTACTTCCT 
TCAGGAAAAGACCACTAGATGCTGCGATTTTTTTCCTTTGCCTTTTATTCTAAGATGCCTACAAGGATATCCTCAACATC 
TCCACCTTGAATTCTCAGTATCATTCACCTCTCATTTGCATGTTTCCGTTCCTGCTTCTGTGTTTTAATAAAACAAAAGT 
TTACAGAGCATTGAACATTTCTAAATCTTGAGTTTGGAGGCATGGAGGAAGGGGAAGATGCTATTCATTTCTACTGGCCT 
A2M_21i Exon 21 

A -™ _____ 

TTTTTTTCAGGAAATGTGAATTTCACTGTGAGCGCAGAGGCACTAGAGTCTCAAGAGCTGTGTGGGACTGAGGTGCCTTC 

Exon -21 



56961 AGTTCCTGAACACGGAAGGAAAGACACAGTCATCAAGCCTCTGTTGGTTGAAGTAAGTAAACCTAAATAATATATAGTCC 

57041 ACAATAATATATAATATATGTGGGTAATATAATAATATATGGATATTTTATAATATTATTCTCATGTATCTCTCTGTCCT 

57121 ATCTCTCTCTTGATTTACTTTCTGTTTTGTTGGGGGTTTTTGTTTTTGTTTTTGAGGCAGAGTCTTGCTCTGTCATCCAG 

57201 GCTGGAGTGCAGTGGCAGGATCTCTGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGCAATTCTCGTGCCTCAGCCTCCT 

57 281 GAGT AGCTGGGATTACAGGTGTGCACCACCACGCCCAGCTAGTTTTTGTATTTTT AGTAG AG ACAGGATTTCACCACGTT 

57 361 GGCCAGGCTGGTCTCGAACTCCTGGCCTCAAGTGATCTGCCCACCTCAGCTTCCCAAAGTGCTGGGATTATAGGTGTGAG - 

57441 CCACCATGCACAGCCTCCCTTTGATTTACTTTCTTAATTTTTCCTTCATTTGTTCATGCATCGAACTACCTCCTACGTAT 

57521 ATTGCTTATATGTACAGAATTTTCTTAGATAATACAGTTCAAATCCTTCTCTTCACTATCCAAATATCTGTGGTCCCTCC 

Exon 22 



57 601 ATTAAAACACATGTTCTGAAGGTCAGTCCATTCTCACTAGCTTTTCTTTCTTTTACCTAAAGCCTGAAGGACTAGAGAAG 

Exon 22 



57 681 GAAACAACATTCAACTCCCTACTTTGTCCATCAGGTAAGAGTCAACCATCATAATTTAAAAAACATTAAAGTCTAACATT 

57 7 61 TAAAGTTCAAAGAACATTTAT ATATTATTCCT AC ACTTTCTCTGTGATCTAAGACCTGAAGCACCATCAATGCATTTGAC 

57841 AAATGTGGAAAATAGTTCTTAGGAAGGCCAAGTAATTTGATCAGAATATCCCTAGGCCTGCATTCTGAGTCTTGATCTTT 

57 921 TGCAGCACCTGTGCAAACACCAAATGACTTTCTGACCAGTGTATGGTATGGGCATAGGTAGAAAGTGGGTAGAATCAAAA 

58001 TTAATATTACCAAAAGGGATGTTTCCTTAAATAATTAATAATGCAAACTATGGACGGCTGAATTTAGGGCATTCTAACAC 

58081 TGAGTTTTACAT AGCCAACAGTATTTGATAACGGGATTGCTATTTCCCAAAGGAAAAGTTGTCATGGCCTTT ACCATTAT 

58161 TGTCATATTAATATCTGTTTGATGCCTATCCCGTACCTAATGCCCTATCAAACATTTGAGAAGGAACTGAAGAAACTTAC 

58241 AGG AAAAATTT AAT ACACT AAG AAATTT ATC AGCACAATGCATTCT CAC CCC AAACC AACATTG AATC AACAT CAT ACAT 
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58321 AGGTTCATTGCCTTTCTCTGACT ACCTACAAATTT AGTATGTTTTTCGTACT AAAT ACTTTATCTATTCATCTGTTGCCA 
584 01 AGATGTAACACATAAAATGT ACCCT AAAAACAT AACTTCCTTGTCATTT AGCCTTATTTCTACATTT AAGTG AACTGATT 

rs226412 

C 

584 81 ACCTATCATTCAATCCTTTTATCATGACTTCTCCGTTTCTGAGTTACTCATTTTGATGTATCTCTTAAGTGTAAGGGCTA 
58561 ATCATCAAATAGTTTTACTAAATTTCATTTTAATTACCAACATAATCAAATGTGCCTACCTAATTTTACAAAAATATATT 
58 641 CTTCTTTAAAAAAAAAAACAGAACATCACATTAAAGGTTAATGTCACCCCCCTGAACATTTTTCAGTACTTTGCCATCCA 

rs226413 

T 

58721 TTTATCTTTAGAAATAATGTGTGTAGATGT ATATGTTTGTGGATGTGTGATTTACATATAATAAACTGTATAAGTTTCAT 

rs2889706 
A 

58801 TCTATAAATCACTGTTTGTTTTTCACTCAGCATCCTGTCTTGGAGATTTACCTATGTTAAATTGTAGATCTAGGTCTTTC 
58881 CTTGGAATTGCTTTTAAGCCTATAATATAAATACATCACAATTCTGCTTAGTGTTTTAGTCTTCCTATATTGGTTTTTTC 
58 961 AACTATTCACTAGCTTTAAAAAATTAGTTAGTTAATTATAATAAGAGCCTCTTAATGAACATATGCAAGTACAGCTAGGG 
59041 TAGATCCAAAATGTTAAATTCCTGAGTCAGAGAGCATATGCATAGATATGCATAGTTTTGTTTGGTTGGTTGTTGTTGTT 
59121 GTTCTTTAATTACATTGTAAACTGACCATTTATAATTGTATATATATACAGCATACAAAGTGATGTTATGATTTATGAAT 

rs2111023 
C 

59201 AAAATGTG AAAT AATTAAATCAAGCTAACCTGAAATACTT AT GTTTTGTGGTGGGAACATTTG AAAT TCTCTAAGCAAGT 
59281 TTG AAACATAAAAT ACACTATT AT TAACT AT ATTC ACC ATGCT GTGC AAT AG ATC CCAAAAAG AAAAAAATGT AT T CCTT 
59361 CTGTCTGAGACTTTGTGTCCCTTGAACACCACCTTCCTTTTACTCCAGCTTCATCCTCCATAACCACCATTCTACTCTCT 
594 41 GCTCCTGTGAATTTGAATGTTTTAGCTTCCACATACAAATGAGAACATGCAATATTTGTTTTCCTATACCTGGCTTATTT 

rs226414 
C 

5 9521 CACATAACATAATCT CCT CCAGATTT AATCATGCTGCCATAAATAGCAGAATGTTCTTGTTTTTTAAAATGGAATGGAAT 
59601 TCTATGTGTATATACCAAATTTTCTTTATCTGTTCATCTGTTGATGACACTTATGATTCCATAACTAGACATCAGTAATT 
59681 TGTT AGGGAT TACATT C AAT AT GT AGATTGCT T TG GGT AGT GTGG ACATTT TAAC AGTAT T AAT TCTT CCAAT CCATGAA 
59761 CATTGTATTTTTTTTCATTTATTTGTGTTCTCTTTGATTTCTTTCATCAGTGTTTTATAATTTTCACTGTACATTTCACC 
5 9841 TCCTTGATTAGATTTATTTCTACATATTGTTTATAGCTATTGTAAATGGGATTGTTTTTATTTCTTTCTCAATCATTCAT 
59921 TGTTAGTGAACAGAAAAT AGTACTGATTTTTATGTGTTAATTTTGTATCTTGCAACTTTATTGCATTCATTTATAAGTTC 
60001 TTG CAGCCCTTTGGTGAAGTCTTTTGAGCTT CCAAT AT AT AAGATAATGT CATC ACC AACAGTGAAAATTTTACTTCTTC 
60081 CTTGTCAATTTGGATATTTTTCATTTCTTTTTCATGTTTGATTGCTCTTGCTGCTACTTCCAGTGCTACTTTGAAAATAA 
60161 ATGGTGGCAGTGGGTATCCTTGTCTTGTTCCAGATCTTAAAGGAAAGTCTTTCAATTTTCCACTGTTAAATATGTAAGCT 
60241 ATAGGTTTATCATACATGCCCTTTATTGTGTTGAGGAACATTGCTTGTATATCTAATTTGGTGAGAGTTTTATCATAAAA 
60321 GAGCATTGAATTCTGTCAAATACTTTTTCTCCATCTAACAAGATGATGGTATGGTTTTTACCCTTCATTCTGTAAATGTA 
604 01 ATGT ATCACATTTATTGATATGCATATGTTGAACAATTTTTGCATCTCAGGGATAAATCCCACTTGACTAGGT AGATGAT 
604 81 CCTTTTACTGTATTGTTGGATTTAGTCTGCTAGTTTATTTCGTGTGGTTGGTTGGTTGGTTTAGTTTTTTAAGTGATGAG 
60561 CTTTTGCTGTGTTCCCCAGGCTGGACTTGAACTCCTGAGTTCAAGCAATCCTACCACCTCAGCCACCCACAGGTGT ATGC 
60641 CACC AT GCTTAGCTGCT ATGCT AGT ATT TT ATT GAGG ATT TTTGC ATC TAT ATT CAT CAAGAAT ATT GGTCTGTAATTCT 
607 21 TTTTTGTAATGTCTTTTTATGACATTGGTATCAGGGTAATGCTTGCCTCATAAAATGAGCTTGAAAGTATTCCTTCCTCT 
60801 T CCAGCTTTTGGCAGAGTTT GAGAAGGATT GGT ATTCATT CT TTTT AAATGATAAGT AGAACCTAGCAGTGAAGCCAACA 
60881 GTTATTAGGCTTTTCTTTAATGGAAAACTTTTTATTACTGATTCAATCTCTTTACTCATTATTTGTCAGTTCAGATTTTC 
60961 TATTTCTTCATGATTCAGTCTTGGTAGTATGTATATGTCTAGGAATGCATTCATTTCTTCTAGATCATCCAATTTATTGG 
61041 TGTATACTTATGCATAATAGTCTCTTATGATCCTTTGTATTTCTGTGGTATCAGCCATAATTTCTCTTTCATTTCTGATT 
61121 TTATATATTTAAGGCCTCCCTCTTTTTTCTTAGCTAACCTAGCTAAAAGTTTTTGTCTGTCTTTTTAAAAAAACAATTCA 
61201 GTTTCATTGATCTTTTGTATTCTTTTTCTAGTCTCTATTTGATTTATTTCTGCTCTAATCTTTATTATTTTCCTTTCTTC 
61281 TGCCAATTTTGAGCTTACTTTGTTCTTCTTTTCCTACTTCTCTGAGGAATATCATTAGTATCTTTATTGGAAATTTTTCT 

613 61 TCTTTTTTGGTGTTTATTGTTATAAGCTTTCCTCTTAGAATTGCTTTTACTTTATGCTATGTTTTGTTATGCTCCATTTC 

614 41 CATGTTCATTTGTCTTAAGATATTTTTGAATTTCCTTTTAAATTTCTTTATTGACCCATTGGCTGTTCAGGAGCATGTCA 
61521 TTTAATTTTCATATATTTGTGAATTTTTTCTAATTCCTCCTGTTACTCAT.TTCTAGTTTTCATAGTATTGTGGTCAGAAA 
61601 AGATACTTGATACGATGAAACGATTTCAGTCTTCTTAAATTTGCTAAGACTTGTTTTGTGGGCTAAAATATGATCTATCT 
61681 TGGAGAATGTTTCTTGTGTGCTTGAGATGAAATGTTCTGTATGTATCCATTAGGTCTATTTGATCTAAAGTGTTGGTCAA 
617 61 GTTCAACGTTTTCTTATTAATTTTCTTTCTGGATAATCTATCCATTTTTAAAAGTGAGATGTTGAAATTCCCTGAT ATTA 
6184 1 CTGCATTGCAACATATCTCTCCCTTCAACCTTTAATATTTGTTTTATATATTTAGGTGCTCCAATGTTGGATATGTATAG 
61921 ATTTACAATTGTTATATCCTTTTGATGAATTGACCCTTTTATCATTATATAATGTTCTCCTTTGTCTCTTTGTACAGTTT 
62001 TTGACTTTAAGTCTGTTTTGTTGAATATAAGTATAGCTACCCCTGCTCTCTTTTAGTCCCCATTTACCTAGAACATCTTT 
62081 TTCCTTCTCTTCACTTTCAGTCTATGTGTGTCCTTAAAAATTAGGTGAGTCTCTTGTAATTAGCATATGTTTCGGTCCTG 
62161 TTTTTTTAAATCCATTCAGTCACTTTATGTCTTTTAAATGGGGAATTTAGTCCATTTGCATTCAAGGTAATTATT AATTT 
622 4 1 AAAAATGACTTGGTACTACCATTTTGTTGTTTTCTGGTTGTTTTGCTTCTTTGTTCCTCTTTTGCTGTCTTCCTTTGTGG 
62 32 1 TCTGATGTTCTGTAGTGGTATGATTTGAATCTTTTAAAATTTTTGTTCTGTGCTTCTATTAAAGATTTTTGCCTTGCTGT 
62 4 01 T ACTATGGGGTTTACAGTCAATTTCAAGCTGAT AACAACTTAACTTTGCATTCTTTCACTCCCCCACACACATTTTATGT 
62481 CGTTGATGTCAGAATTTACATATTTTGTAATGTGTATTTATTGACAATTTATTTTTAGCTATGCTTGTTATTAATATTTT 
62561 GTCTTTTAACCCTTGT ACTAGAGATAAAATTGCTTT AAAT ACCAT CAT TACAGTCATAGAGTATTTTG AAT ATGGCTCTA 
62 64 1 TATTACTTATACCATTAAATTTTGTGCTTTTGTGTTTTTGTATTATTAATT AGGGGCCTTTTGTTTCAGCTTAAAGAACT 
62721 CCCTTCAGTAATTCCTGAAGGCAGGCCTAATGTTGACGACTCCCTTAGCTTTTAGTTTGTCTGGGAATGTTTTATTTCTC 
62801 CCTCATTTCTGAAAGACAGCTTTGCTGGATGAAGAATTCTTGATTCCATGTTGTTTTTATTTTTGTTTTCCTTCAGTACT 

rs2193006 
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62881 
62961 
63041 
63121 
63201 
63281 
63361 
63441 
63521 
63601 
63681 
63761 
63841 
63921 
64001 
64081 
64161 
64241 
64321 
64401 
64481 
64561 
64641 
64721 
64801 
64881 
64961 
65041 
65121 
65201 
65281 
65361- 
65441 
65521 
65601 
65681 
65761 
65841 
65921 
66001 
66081 
66161 
66241 
66321 
66401 
66481 
66561 
66641 



66721 



66801 
66881 
66961 



67041 



TTGAATATATTATTCCACTCTCCCTCAGCCTGCCGGGTTACTGCTAAAAATCCATGGATAGTTGTATTGGAATTCCTTTG 
TATGTGATATGTTTCTTTATCACCTTCTGCTTTTCAGAATTTTTTTTTGTCTTTGATTTTTGATAGTTTAATTATTGTGT 
CTTAGTGAGCAGTTCTTTCATTTGAATTTCACTGGAGACCTCTGTGCCTCCTGTACTTGGATGCTAGCATCTATCCCCTA 
ATTAGGGAAGTTTTCAGCCCTTACTGCTTTTTTTTTTTTCTGATTCTATACTCTTTTTTTTCATTATTGCTTTAAATGTG 
CTTTATAGTCTCTTTCTTCTTCTTCTGGACTTTCTTTAATGCAAAGGTTTGATTTCATGATGATGTCCCATAATTTCCAT 
AGGCTTTCTTCATTCTTTTGTCTTTCTGCTCTTCTGCCTGGATAATTCCAAATACTCTATCTTTGAGCTCACTGATTCTT 
CTGCTTGATCAAGTCTGCTGTTGAGCTTACTTTGAATTTTTAATTTTAGTCATTGTATTCTTTATTTCCAGGATTTCTAT 
TTGGTTTCTTTTTGATTGTTTCTATTTATTTTTTATTTTACAATATTAGCTAAGTTGCAGATAATTGTTTCTATTTCTTT 
TTTTTTTATACTTTAAGTTCTAGGGTACATGTGCACAATGTGCAGGTTTATTACATATGTATACATGTGCCATGTTGGTG 
TGCTGCACCCATTAACTCGTCATTTACATTAGCTATATCTCCTAATGCTATCCCTCCCCCATCCCCTCACCCCACAACAG 
GCCCCGGTGTGTGATGTTCCCCTTCCTGTGTCCAAGTGTTCTCATTGTTCAATTCCCACCTATGAGTGAGAACATGCGGT 
GTTTGTTTTTCTGTCCTTGCAATAGTTTGCTGAGAATGATGGTTTCCAGCTTCATCCATGTCCCAGGAAACAACAGGTGC 
TGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGACTATAAACTAGTTCAACCACTGTGGAAGTCAAT 
GTGGCGATTCCTCAGGGATCTAGAACTAGAAATACATTTGACCCAGCCATCCCATTACTGGGTATATACCCAAAGGATTA 
T AAAT CAT G CT GCT AT AAAGAC ACATG CACAC AT ATGT TT ATTGTGG CACT ATT C AC AAT CGTT TCTAT GTC AAACT T CT 
CAGTTTGTTGGTGTATTGTTTTGCAAATTTCATTTAATTTTGTATTTATATATTCTTGTAGTCCACTGAATTTCTTCAAG 
AGGATTATTCTGAATTCTTTGTCAGTGATTTCATAGATCTTTATTTCTATGAGGTCAATTTTTTGAGCTTGGCCAGTTTC 
TTTTGGAGGTGTCATCATTCCTTGATTCTTCATAATCCTGTGTCCTTGCATTATTTGTGCATTTGAGGAGAAAGCCACTT 
CTTCTGGTTTTTATAGGTATTCTTTGGCAGGGATAAAGGTTTGCTATTTAGTCTAGCCTATAATTCTGGAAAGATCAGTT 
GGTGACAACCTTGAGCAGGCAGAGTTTTCATGGGTTCCCTAGTTGGCTGGGCCACTGCCTTTGCTCTTATGTTTGGTAGG 
GCCACTGGTTGGGCCTTGCTCTCTGGCAAGATCACTGTTTTGTCTCTGCTATCTGGTGGAGCTGCTGGCTGGGTACTACA 
ATGGCCTCTGGTCAGGCCAGTCACAAGATGTGTTGCCTGGCTGGATGATTCTGCTATTTGGGACCTGAAGTTAGGCAGGG 
T CAC AAT C C GGG CTGT GAGGT TAGGTAGAGTTGT TGCTTGGGATGGGCAGAAAT AAAT ACT ATACTT CTTAG ATGT GCAT 
AATAGAGGATTGCTACCCCACCCTTGTGAATGGAGCCATGGAGTGAGGTTTTGGCTGAGTTGAGCTACCCTTTAGACTCC 
CAGGTCAAGCATATTTAACCCCTACACTTCTATGAAATACACAGAGGTGGTGTCTGCTACCTGGGTGGGGTCACTGGCAT 
AACCTCTGAAGCTGGGCTTACAGACTGGCCATCTGGAAACTCAAGCTAGGTTGAACTTCCCAACATGCTTCTGAAAGTGA 
CCAGCTCAGTTTTGCAGATGGGCTATGCAGTTGGCTGGTATCTCTGAATGGGTGCCATAGCTGGCAGAAACACAGAAGCA 
CTACCAAAATCCAC^TGCTGGTCACTGTGAGCTCTGTCCTTCTTTGTTTCTACCTGACCTCATTACTTCCTGTGTTCCCG 
GTGAAATGAGACCAGAGTGGGCTTCCTGAGAAGTGTCTTTGAATACTTGAGAATCTTGATGTCTACCCCTGGTTCTCTTC 
CCCGCTGTAGAAACTGTGACCCCAGGGAACTCCTCTCTATCTGGCATTGTGCTAACCTAAAGGAGTGGGAACAATGACAT 
GGTCAAAGTGAGACCATTCTTCCTACTCTTCTAATTTGTCTTCACTCAGTTCTATGAACAATGTAGGTGTCCTAGACTTG 
TTTCCAAGTATTGGGGTTTTCAAAATAGATTTTCTGATCTGTGGATAGCAGCTAGTTGGACTTTCTGTGGAGGGAGGAAG 
ATCCTGAGACTTTCTAGTCCATCATCTTGCTTTATTCTGAATTTTAATTGAACTACAAAACGAAAATCCTCCTCTTTATT 
ACCTAAATGC^VTTTATACTTCCACCAGGATACATTTCCATAGTGTTATATTTGCCATCATCTGTTACCATCAAAGTTTTT 
AATTTTAATTTTTGCCAAAAATTTAGAAAAAAAAATTTTGCTGTTGTTTTAATTTATATTTTCTTAATTACAAGGATGAC 
CTTATTTTTGCATGTTTATTAATTGCCTTTATAATCTTTGGCTATTTGTCTTTTGAGTAGTTTTTTTCTGACTCAGTTGT 
ATGACACTAATTCTTTATCTGTTGAATATGTTGCAGATATTTTCTTTCACTTGGTCATTTTTTTAACTTTGTTTATGGCA 
TCTGTTTTTTTACAAAAGTTTTAACATTAATTTTATGAGAAAGGGAAGATAACTGCTACATTTTTCATTTGTATATAATT 
CACCAATACTAAAATTGTAGTAAATGTATGTTCATCAGTAGCAGTTATTTTATTTTCAGTGAGTCAAGCATTTTATTTTG 
CTTAGCCATTTGTCCTTTAACTATGCTTATGGCTTTTTTTTAAGAAACATTTTAATATGAATTTTATGAGGAAGGGATTC 
AGTATGAAAATAAATACCATACTTCTCTCATTTTCATTTCATATAATTTACCAAGATTAAAATGGAAGTAAATGTATGTT 
CATGAGTAGTAATTATTTTATTTTCAATGCATCAAATACTGTTCGTCTTCACTTCCTTACCCTCAATTTTCTAGGTTTTC 
CAT AAAAAT ACT AT CTTTGTAT ATGAAATTTG AAGAAAGAACAT AGCATT AT TAT AGAATT CAGGACCTT TTGTGGGT AA 
TTTTACTTATGTATACTTATAGGGCTTTGTTGTTGGTGTTTTCTCCATACAACTGTTGAGTAAGGAAGTTGGTGGTGGGA 
ACTAAATAGATCATCTTGTGATAACCGTCTTGTGTCAGCCATCAGATGACAGCAACTGAATCACAACATCACCAGGCTCT 
TACAATTTGTTGTCTTATTTGGCATGCGATTCTACATAAATTACTGAAAAGATCATTGAAGAAGAAATTCTGAAAATCAC 
AGGAAACCAGTAGCCCATTTTTAAGATATTTATATATTACTGTTGTATTAAAGGCGGACAACTTTTCAGGAGGAGTTTAG 
GTATAAGGCATAGTCCTAGCTTCTGGGTCATAGAGCTGTTTAGAAAGATATAATGCAGAAATAATTTTCATATGTCTGAT 

Exon 23 

TTGCTT ATT TCTCTAGGTGGTGAGGTTTCTGAAG AAT TATCCCTG AAACT GCCACCAAATGTGGTAGAAG AAT CTGCCCG 
Exon 23 



AGCTTCTGTCTCAGTTTTGGGTGAGTCTCCAGCCCCTAGTGGATCCGGGCATTAACAGCTTCTATTATACTATTTTTATT 
TCCCATAAATATTTACT AAAAAT AATACTATAATTTTAACTTCTTTCTTCTCTTCTTCTTTGGGCTTGTTTATTGCTTTC 
AATCATACTTCTATCCCTGGAAGAATCATCCTTCCTAAAAATTCTCAATTTCTAAGCTCAACTAATTATTTCTGCTTAAT 

Exon 24 



GACTTTGATAGATGATAATCTCCAAGCTTTATGACTTCCCATCTCTCCCATTCTCTAGGAGACATATTAGGCTCTGCCAT 

rs!800433 
Exon 24 A (C927Y) 



67121 



GCAAAACACACAAAATCTTCTCCAGATGCCCTATGGCTGTGGAGAGCAGAATATGGTCCTCTTTGCTCCTAACATCTATG 

A2M_24e 
rs3168556 
Exon 24 G (I1000V) 



67201 
67281 
67361 
67441 



67521 
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TACTGG AT T AT CT AAAT GAAACACAG C AG CT T ACTCC AG AG ATC AAG T C C AAGGCCAT TGGCT AT CT C AAC ACT GGTG AG 
TGATTACTTGAGTAAGGGAAAACTTGAATGTTATTTCAACTGGATTTCCCAGTAGGTTTCAGTTACTTATGAATATTATG 
ATACATTAGCTTAGCTCACTATGATAGCTGCTATGATAGTTAATTTCAAGGAAACTATCCACTCTCCAACCTCCAATAAA 
AT AT T T AAG G CT C AGAAACTCCTAAT C T ATGAC AAC AAAAT T T AAG AAATGT CACAAGAGAAGCC AAGGT ACTT TT AGT A 

Exon 25 



ATTTCTCCACCCTCAGCATGCACATTAATCCATTGTGCTGTTTCGTTAATCTTCCTTTCCAGGTTACCAGAGACAGTTGA 

Exon 25 



67601 
67681 
67761 



67841 
67921 
68001 
68081 
68161 
68241 
68321 
68401 
68481 
68561 
68641 
68721 
68801 



68881 
68961 



69041 



ACTACAAACACTATGATGGCTCCTACAGCACCTTTGGGGAGCGATATGGCAGGAACCAGGGCAACACCTGGTAAGGAAAG 
AACAATTTTTTGAGCTTCTTTTTGTGTGCCAGCTCTTTTACATGTATTACCTCAATTATATTCACAGCAACACTATCAGA 
T AT GT AT TAT CAGACCGATGG TTT GT T AT ACT AG AT AAATC C AC C AAG ATT AG C AAGGT AAT C AGAAG AAAACCT GAT AT 

rsl805651 

G 

CCAAATACATGTTATGTTAGGCTTGTTTCCAAAATGGATCCTATTAATAATGTACCAAGGTTTTCTTTCTGAAATGGCTA 
TTCTTTCTAAAGTAGCTACCATAACCATGAGTTTTAAAATGATATTGCCAGTGAACATATATAACTTCCAGATAAACCAT 
GTTAACTTCAGCTTATATTGTCACATTCTAAGTCATTCAGCTTGACTTGGAATGAATTCATTAATAAGAGGAAACAATTG 
AG AAGGAAACAGT AAT AT AAAACATTTTTTT AAAT CCCTAAAGTAAAGC AAT ATT AAAAT TT ACT G CAT GTAAGAGCTGC 
ATGTGAGAAGATTCTGTC^TCTGCAGAAGGAAATCTCTAAAGATAAGAGAGATTTAAAGCCTTACTCAAGTAACTAACAA 
AAATAAGTACATTCAAATTACTTGAATGTAAATTTGTTCAACCATTGTGGAAGACAGTATGGCGATTCTTCAAGGATCTA 
GAACCAG AAAT ACC AT TT GAC CT AGT AAT CCCATTACTGGGTAT ATACCCAAAGG AAT AT AAATCATT CT ACTAT AATGA 
CACATGCACATGTATGTTTATCGCGGCACTATTTACAATAACAAAGTCATGGAACTAACCCAAATGCTCATCAATGACAG 
ACT GGAT AAAGAAAATGT GGT ACATAT ACAT CATGG AAT ACT AT GCAGCAATAAAAAG AAATGAAATC ATGT CCTT TGCA 
GGGACATGGATG AAGCTGGAAGCCAT CAG CCTCAGCAAACT AAC ACAGGAAC AGAAAACC AAACACCACAT T T CT CACT C 
ATAAGTGGGAGT T AAGCAATGAGAACAC ACGGAC ACAGGGACAGG AACAACAC AC ACCAGG GCCT GTTG GGAGGTGTGGG 
GTG ACGGGAGGGAACT AAGCGGAT GGGT CAAT AGGTGCAAGAAACCACCAT GGC AC ACGT AT ACTT ATG T AACAAACCTG 
CACGTT CTG C AC ATGT ATC T CGGAACT AAAAT AAAATTAAAT AT ACT AAGACTCCCTGTGG CAAAGAGAGAG TT AGCAAG 

rsl805652 

A 

GAAATACT ACAT CT AGCAGAT T AATCAGGCAGACT AAAG AT T AATCAAGGAGAT AAGCT CT CTAAGT ACAC AAGAATTTT 
GTTAGCTAACTCACATCATATGAAGCCTGTTGCTGTGAAGTGGTTATAAAACCATTTTGACAACATAAACATCATGATTG 

Exon 2 6 

CTTCCTCCCTGGTCAGGCTCACAGCCTTTGTTCTGAAGACTTTTGCCCAAGCTCGAGCCTACATCTTCATCGATGAAGCA 

Exon 2 6 



69121 



69201 
69281 



69361 



69441 



69521 
69601 
69681 
69761 



69841 



69921 



CACATTACCCAAGCCCTCATATGGCTCTCCCAGAGGCAGAAGGACAATGGCTGTTTCAGGAGCTCTGGGTCACTGCTCAA 
Exon 2 6 



CAATGCCATAAAGGTGAATCATTCTGGAGCTAGTTTTGATTTGTCCATTATGATATCTGCAAGGATGAGGATAGGAAGTG 
AT AAT GT G AAAAATT CT AAGGGAAAGC CT C AGAGGAAAAT AAAAC CT GGATGG CAC C AAAAAAG AGGGGAT AGAACAAAA 

r3l805653 

T 

GTTGAT T GTGAT ACTTTGC CCT AT AGGGATGGAT ATGGGT AAG GAT G AAT T GCAT GAC ACAGC AGAAT AG AAAGAACTAA 

rs2377682 Exon 27 
A — — 

TCAATAGCATTCTCAGAAGTTGAATTATTCAGATCTCTCTCTCGTATTCACAGGGAGGAGTAGAAGATGAAGTGACCCTC 
Exon 27 



TCCGCCTATATCACCATCGCCCTTCTGGAGATTCCTCTCACAGTCACTGTAGGTACCACCCCATTCCTCTGCTGAAGGAG 
AGTTCTGGATGCAATGAAACTGCTGACCTGCTGTCTGAAATACTATCCTATTAAAAGCAAAGCATCAGCTTTCTTTCTAT 
GCAATGCCAGTGCTTCCCAGATCTACAGAGAATTTGGTCAGCCCATTAAGAAAGGTTTAAATTTTCCCAGTAATTCCCCT 
AGGCTATTTACCACCACCACTCAAAAAAGAATCTTAAAGATGTATCTTTTGAATGTGAGAATAACAGATAAAAATAATAT 

rsl805654 

A 

TATATCTATTGATAAGAATGAGGAATCGTTGGAAAAATGCGTTTGAAAAACTTCTGTGCTGTGATCCGTGTATTTGCCTG 

Exon 28 



GGAATGCTAATATGCCTGTTTACATAGCTTAGTTCCCTTCTTGTTCTGCCTTCACAGCACCCTGTTGTCCGCAATGCCCT 

Exon 28 



70001 



GTTTTGCCTGGAGTCAGCCTGGAAGACAGCACAAGAAGGGGACCATGGCAGCCATGTATATACCAAAGCACTGCTGGCCT 

Exon 2 8 



70081 
70161 
70241 



ATGCTTTTGCCCTGGCAGGTAACCAGGACAAGAGGAAGGAAGTACTCAAGTCACTTAATGAGGAAGCTGTGAAGAAAGGT 
GAGAGCACACCTGAGATCCTTCTCCTGGCCCATCCTCTGTATCAAGAACTGCATGGCAAAAATCCCTCACTCCTACCTCC 
TGTGATCCCTGTCTCCTCTCTTCTTTTCTATATATCATATATATTTTGTCCATATTGCATCTTATAAAATCTAGGATTTC 
rs!805678 
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70321 TT AAT C AAATC AG AAAT C AGAAG ACAAG AGGCCGT GCAG ATGC TT CT C AATT ACG ATGGGG TT AT AT C CTGAC AAACT CA 

704 01 TTGTAAAGTCTAAAAAATCTTAAGTGGGACCATTGTAAGTCAGGGACCATCTCTATAGTATGCTGGTAAGAAGAGCATTC 

704 81 TCTGGAGACTAGCTCCAAAATGTGCTACCT ATGTGAGCTTGGGAAAGTCATTAACTTCCTTGTGTTTCAGTTCCTTCATC 

70561 AGTAAAATGGGGATAATAATAGTATTTACCTCACAGAGCTGTTGTAATAAATGAATTGGTACACGTAAAACACTTAGTAG 

70641 AGTACATGTCACATAGCAAATCCTATAAAAGTACTAGTTATTACAATTAACATATCAGTTCTCAAT ATATGCCCAACCCT 

70721 TACCTGGTACATTATATAACCTTAAACATAAGAAAATAATCATGGAAGTAACTCCTTGAATGAATTCTGGTATTTTAAGC 



70801 



70881 



70961 



71041 



71121 



71201 
71281 



rslB05655 rsl80565 6 
G A 

CCATTTCATAAGACCAATAATGTTGACCAATCTACTCATATTCACACAGTACTTCTACATATACCATGGTCTATATGAGC 

rsl805679 

A 

GGTTGAAGAAATAGAAAATAAAATGCAAATCACAAGATGTCCATTAAAACAGTCTACCTTTTTCCTTTGACAGCCATTAA 

rs3026223 
G 

TTCTTCTTAAAATGTATTGAGAAATATTTTATAATAGATATACAAAAGGGCATAAGCTATAACTAGAAAACACTGTACAA 

rsl805657 
G 

CTCTCTCATAGATTAAGAAATAGAAAATTACCGACATGGGAAAAATAAATCCCTTGTGTATCACTACCACCTCCAGAGGC 
rsl805680 
T 

AATCATTATCCTGAATTTGTCGTTACAATTCCATGGATTTCCTTATATTTTTGCTGCATATGTATCCCTAACTAATATTT 
rsl805658 rsl805659 . 

G G 

AGAAT CTT C ACATGTGT TTC ATCT TGAGAGAAACAAGAT TT TT ATT TCT CTCT T ATT C AAG AAAC AAG AGAAACATTTTT 

GAATATTTCAGCAGCTTAGTTTTTTGTTTGTCTGCTTTTTATTTTCTAAGTTCAACACTATGTTGATGAAGACCCCTATA 
rs3026224 



71361 



71441 
71521 



71601 



71681 
71761 
71841 
71921 



72001 



72081 



C AAGT ATGT GCAGAGT C AGCT CATT AAT TTT C ACT GCTGCATAAT ATATT ACAGT CT ATAAATT AGTC ATAAT TT ACACA 

rs2300147 rs2300148 
C C 

TCGAGTTTCTCCTCATGGATTTTTTTTATGTTTTGCTATTAAAAAAAATGCTGCAATGAATACTCATGTGCCTGTTTTCT 
TGTGCATCTGTGTTTCTCCAAATTATGCTTTGAGAAGCATAATGACTGATTAGTGGGCTAAGCACATCTTCCCCATTGCT 

rsl805681 

T 

GMTATTGCCAAAGAGCAGTTGGCTTCCCACAGCAGTGTATATTGGTTCCCATTGTTTCACATCCATGTCAGCCTTTGGT 

rsl805682 
C 

ATTTCAAGGATTACTGTATTTTTTTTTTCAATTTAATGAGTAGAAACTCTACTATTTCATGTGATCTGTGATCCTCACAA 
G AAAC TGATAAAGACAC ACT T T AT AGG AAAT GT AACAAAC TCC AGCT AT AGT CTAAT AT AACAT CAT AAATAGGAAAT AG 
CCAGACTCAATGAGACAACTGCTGTGCCATTTCTTTCTCCCACCAACCCGACTATAGCAACGATTTGAAAACATAGATAG 
GCATAGGCTTCTGACTCCAGCATCAATATCTGCCTTAGCTGGGCTAAAACACACCAAATTCAGATTTACATGAAGGGAAA 

A2M 28i 
G 

AGCATCTACATACAGTACAGGGGATTATAATGGGCATGCAATTCTCATTTCAGCACTGGCTTGGGTACTTTCACCTTGAA 

Exon 29 



TTAAATATAAATATGTAGGCACTTATAAATATCTTTTTCTCATCTTTAAGACAACTCTGTCCATTGGGAGCGCCCTCAGA 

Exon 2 9 



72161 



AACCCAAGGCACCAGTGGGGCATTTTTACGAACCCCAGGCTCCCTCTGCTGAGGTGGAGATGACATCCTATGTGCTCCTC 

Exon 2 9 



72241 



72321 



72401 



72481 
72561 
72641 
72721 



GCTTATCTCACGGCCCAGCCAGCCCCAACCTCGGAGGACCTGACCTCTGCAACCAACATCGTGAAGTGGATCACGAAGCA 
Exon 29 



GCAGAATGCCCAGGGCGGTTTCTCCTCCACCCAGGTTGGTGATTTGCCAAAACCTTTTATTTCACCTTCAGGTAGCAAAA 
rsl805683 rsl805660 
G T 
GATTTGAATGAAAAAGAAACAAACACATCCAAGAAGAAAAAAATACAGATGACAGTAACTTGAAATGAGGAAAAGTTTTC 

rsl805661 
T 

AGTATCCAAGGATAATGGAAATAAAAGCAAATCAAAGTCAAAGAGGGCCAAAAGGAAATGCTCAGAATCCCGGCACCCCA 
TCGCTGTGTTATTATCCATCTCCTATTTCCCATAACAACACTGCCTTCCTCAAGCAGCAGTGGAGCACCAGCAGAATGAA 
GGAGATGTCTCCTGCCATTCTCCTGAAAGCTCTAGGGTCTCTTTCAAACTGTTCAAAGGAACTCTACTCAAAATCCAACA 
ACCTCTCCTCGCAAATCTCTCCATTCTTAGGTCCCCTTTAATAGGCTTTTCTCAAAACTACACATTTTGTGCTTCCCCTA 
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72801 
72881 
72961 
73041 
73121 



73201 



73281 
73361 
73441 



73521 
73601 
73681 
73761 
73841 
73921 



74001 



rs3080599 
TTTT/- 

TTCACCTTTTTTTTTTTTTTTTTTTTAAGACAGAGTCTTGCTCTGTCACCTAGGCTGGAATGCAGTGGTGCAATCTCGGC 
TCACTGCAACCTCCATCTCCCAGGTTCAAGCGATTCTAGTGCCTCAGCCTCCCAAGTATCTAGGATTACAGTCATGTGCA 
ATCATGCCTGGCTAATTTTTGTATTTTTAGTAGAGACGAGGTTTTGCCATGTTGCCCAGGCTGATCTCGAAGTCCTGAGC 
TCAGGCAATCCATCCGCCTTGGCCTCACAAAGTGCTAGGATTATAGGTGTGAGCCACTGCGTCCAGCCCCCTATTCACCT 
CTTAATACACAAACATTTATTCATCAGGAGCATAAAGAACTGTCTTTATTCATCCAACCTCCTAAATCTAGCTATATAAC 

rsl805684 
T 

CAT GT AT C T G AAC AAT T C ATTGAT AT GT AC AC AGC AG AAAGT T TT AT CT TC AG AG AAT TCGGAT GTT TGCTT AT AT ACCC 
rs3026225 

rs!805662 
GT 

TAAAACGGAAAAAATGTGACAAAATGGCATTCCATCCTATTTCCATTGTATTAATCTTTTATCATATGAATGAAAAAAAC 
TAAGTAATTTTGTTAAAGGTTATCATTCATTTATTAGAAACATATTATTTGAAGGAGGCCAAGCAGGTTTAATGTTGTTG 
AGGAT AC AT ACC AGCAGACAT TC ACT GGGAAC AGGAAAT CAT CCAAT AAAAAGGGAAAGCCAAAT AAAAATGT C ATT AAA 

rsl805685 
T 

TCCAGAAGATAATTATAATACTCATCTTTTATTTCTTTTGGAGAAACTGAAGCATGACTCTGCTCATGGCTGCAAAGAAC 
CTTGGGTTCTCTCCAGGACACTGACCTCAGCAACTGAGCAAAGTTTAATATGGGAGAGAGCCAGACTGAACTTTGCTTGA 
GTGGT GG C AGATAT GAGCAT AGTTGT CAAGAAAGACATGTT AGCAAAT AGCTG ATGCC AAT AACTG ATT GCC ATT CAC AT 
GTTTTCCACATTCCATGTCCCACATATACTTACAGAGAGAAAAGGATCAATTTTCTGATAAATAAAATAAACATGTAGGG 
CAT ACAGT CCAAGGT AGAT ATGTGAATGTT ATGGT T CTTCAACT ATCTAAAGATT ATAAT C AATCTTG AAATT ACAGCTC 
CTATATTTAAGTAGTGAGGGAAGTAGGAAATCAAAGTCCCTCACATGGGTCTTTGAAAAATATCTCAGCCCTCAAAGCCT 

Exon 30 



TATAATGCCCAATGGGTTCTCTCACTCATCTGTCTCTAACAGGACACAGTGGTGGCTCTCCATGCTCTGTCCAAATATGG 

A2M_30e 

Exon 30 (F1290L)G 



74 081 AG C AGC CACAT T T AC CAGGACTGGGAAGG CTGCAC AGGTGACTAT C CAG T CTTC AGGG AC ATTTT C C AG CAAATTCCAAG 

Exon 30 



74161 



74241 
74321 



74401 



TGGACAACAACAACCGCCTGTTACTGCAGCAGGTCTCATTGCCAGAGCTGCCTGGGGAATACAGCATGAAAGTGACAGGA 
Exon 30 



GAAGGATGTGTCTACCTCCAGGTGAGACTCTTGGGCAGGTGAGGACAGGACAGATGAGGACAGCAGCTGTTCTCTCTGAG 
AAGT CCT AACT C AG AAAACAAT GGGAC AGAT CAG AGAAAGGGTT AGGG ACGTGGACAGGAATT CTGGGAAAGGGCAAAAA 

Exon 31 



ACTGATTTTGTCTTTGATGTTCTATAGACATCCTTGAAATACAATATTCTCCCAGAAAAGGAAGAGTTCCCCTTTGCTTT 

Exon 31 



7 4 481 AGGAGTGCAGACTCTGCCTCAAACTTGTGATGAACCCAAAGCCCACACCAGCTTCCAAATCTCCCTAAGTGTCAGGTAAG 

7 4 561 ACCTTCTGACTCTATCACCTAATCCTAAGAATAACCACCAGTCTTCTTTCGGGAACTCCTCTTTAAGTAAAGCAGTGCAA 

7 4 641 CAGT AGAT AT TT GC ACTATT CACAAAAAAT G CAAT GT AT T CT C TT AAGTT G AT AT AATT T CT C AAT GATGG GGT TT ACAT 

7 4 7 21 TGTCCATCC AGGAT C TACT ATT GTGCAACCTCATTGTTTAAAGGGT AAT AAT TTCCCTC AAT AACAACT AAGT AAATATT 

7 4 801 ACCCATTGCCTCTGACCTGAATTCCTTGTTATGTAATGAAATCCTATATTATTCTTGCTTTATTGAAGATAGAGATGAAG 

7 4 881 AAT TATTGAAAAGTTTGAATAGAAGG AAGT AGTG ACT C CT T AG TT AG AATTCCT ACTGG C AATAATAAAT CT CAGGT TAT 

7 4 9 61 ATATGATATAATTAATTTGGGGGGAAGATACACTTATATGCATCAATATTTAAATAGCTGCAGATCTGATAAAAAACTCT 

75041 CTCT CCAC AAACAT ATT ATTACTTGGTTGGAGATACTATTCAGG AAAAAAGTTAGGACAAAATACATGTAACAAAT AACT 

7 5121 GGCAC AC ATC AAAAAG AAT GAG AT CAT G ACCTT T GC AGGAACATGG ATGG AG AT GGAGGT CAT T AT CCTT GGC AAAC T AG 

7 5201 CACAGGAATGGAAAACCAAACACTGCATGTTCTC ATTTGTAAGTGGGAGCT AAATGATGAGAACAT ATGGACAC AAAAAG 

7 52 81 GAGAACAACAGACACCAGAGCCTACTTGAGGGTTAAGGATGGGAGGAGGGAGAAGATCAGAAAAAAACAACAATTCAGTG 

753 61 CAAAATTTAGT ACCCAAGTGAT AAAGT AATCTGTACACCAAACCCCCATGACACGAGTTTACCTATATAACAAACCTGCA 

754 41 TGTGTACGCCTGAACCTAAAAGTTAAGTAT ATATATAT ATATTTTTTTCATTTAATTTGGTGT ATATATATGCCAAAAAA 

rsl805663 



7 5521 TAAATTAAGCAGTCCAAATTTCGGATGCAAACTCTCGGGGACAAGACGCTAGGTGTTTCTAAGTGTTTTGTTGAAAGCCA 

7 5601 GTGTTTAAGTAAACATTATAAATTATTGTTGTTTTTGTAAATAATGTAGACTGAAATTTATTATTCATAATATACATCAT 

7 5681 TTTGTCAGCTGAAAGAAAATAAAAGTAAACAAATAAATAAAATAACTGGCATAGATTAGAGGTCACAAACAGCCTGTGCA 

7 57 61 TCACTTGT AG AGCTTTCTTAAAATGCAGATCCTCAGCCGGGCGTGGTGGCTC ACGCCTGTAATCTCAGC ACTTTGGG AGG 

7 5841 CCAAGGCGGGCAGATT ACCTT AGGTCGGGAGTTCAAGACCAGCCTGACCAACATGGAGAAACCCCGTCTGT ACT AAAAAT 

7 5921 ACAAAATTAGTCGGACGTGGTGGTGCATGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCC 

7 6001 AGGAGGCGGAGGTTGCGGTGAGCCGAAATCATGCCATTGCACTCCAGCCTGGGCAAGAAGAGTGAAAAACTCCATCAAAA 

7 608 1 AAAAAAAATGCAGATCCTCAGCCCCCATACACTAGACATTCTGATTCATCAGGTCTAGAGTAGGGCCTGGTCTCTGTGGC 
7 6161 • TTTAACAGGCTTCCTAAAAATTCTACGCACACCACTTTTACAAACCACTGGGATAAGATATTTGGGAAGACTTACGTGTA 

7 6241 C C TTT T AG AGCTG TGG AATGCTT AAC ATG G AC AT AG AAG AAG AAAAT ATT T AAAAAC AC AG AAAACCCT AAT CCT TT CCT 
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Exon 32 



76321 



76401 
76481 
76561 
76641 
76721 
76801 
76881 
76961 



77041 



77121 



77201 
77281 



77361 



77441 
77521 
77601 



77681 



77761 



77841 
77921 



78001 



78081 



78161 
78241 
78321 
78401 
78481 
78561 



78641 



78721 
78801 
78881 



78961 



CCCCTGGATCCTCAGTTACACAGGGAGCCGCTCTGCCTCCAACATGGCGATCGTTGATGTGAAGATGGTCTCTGGCTTCA 
Exon 32 



TTCCCCTGAAGCCAACAGTGAAAATGGTAGGTTTATCATAACCCCAGACTGCCCTATTTTATTTAATGATGTATGTATCC 
CCAGCATAAGACAATACTAATATCAAAATACTATTAAAGTCAATCTCTATCAAAGCCTTATCCTTTTTCCAGCTCAGAAA 
TATAATCACATGTGTTTGTATGAATGCTGACCATGTGCAGAGCACTGTGCTAGGACCCATGACTACAAGAAAAAGATTGT 
CAGCAGGTTCCTGCTTTTCAATTTCTTCTTAGCTTAGAATTTTGCTAAGAAGATAAAAGATATGAACACGAACCAGTGAA 
AAATATGAAAATGACTGATTGGCATAAACTATAAGTATTACAGAAGTTAAAAGAAAAATAGAGCAAGCAAAACAGGAAAA 
AAACTCCTTATGAAGAAATAGAAACTGAATTGAACTTTGAAATATGAGTAACTACCAAGTTTAGGATACTTAGCTGTCTT 
TTCTTCAGATAAATAACTTTACACATTAGTCGTGTGTTATACTAATAGTAAACCCTTTATGCCTTTCATTTTTAATTGTA 
TTACATTATATATTTCCTTACAAAAAGCATTTGAAGAATTCTACCCTCAGGGTTATTTTGGCAATACAAAGATTTTTTCT 

Exon 33 



CTGGATCCCCCAGGGGTTTCATCTATTTATTAACATTTGTGGTATTTCAATTTTCTTCAGCTTGAAAGATCTAACCATGT 
Exon 33 



GAGCCGGACAGAAGTCAGCAGCAACCATGTCTTGATTTACCTTGATAAGGTAAGAGAACTTCCAGTCTATTTGCAAAAAA 

rsl805664 
A 

ACGTAGATAATAATCCTCTAAGGGAACATCTGGGAAGGTAAATGCATTTTAGAAACATCACTTCCATGCTAGAAATTTGA 
GAATTCTAATGTTAACTCTAAAAGAATGTTCTTCTCTCCTTTATTTATATTTCACCAGGGATTACAGGTAGAAATGGCTT 

rsl805665 rsl805666 
G G 

ATTATGATCTTGGGATATGAATATTCCTAAAATCCCATAAGCAAGAAATCTTCACAAAATGTGTTTATTATGTTGACAAG 
rs3026226 
C 

TTT T T T GG AT ACC CAGT AAT ATAAGGAAGT AGCC CTTGT G ATT AGT CAAT TAT T AGT TAATT AT CAAC ATACT CAACAAC 
AAT AT GAAAGGGAAAAAAAACT GT CAGTCTCCACAAGGACT T GAACC AT AAAAT AAT AAGAC CAGTTC ACC AGTAAACCA 
ATCTGATTTTATAGATATGTGTGGTAGGAGAGTTTGTTCATGCATAAGTTGATGGGAATTATAGTTTACAAATTTTATGA 

rs3026227 

A/C 

AACTTAAGCCTGGGAAGATCAACCTTTTAGATGCCTCTTTGAGTCTACGCAAGTATTCCTGCAAGACAGAGAAGTCAAAC 

rsl805686 
G 

TATACCAAATCTCTGGATATTAAAAAATGAACACAGTTAGTCATCCAATAAAAAGTATATATCATTTACCCCCATGAACA 

rs3026228 
A 

GAGCT AT GT ATT GGC ATTG ACAG AGGT AT AT G CGTT ATGT T AGT T ATTT AAGAAAT AATC T GGAGAAT TT AT CAT C CCCT 
CTGAGAGATTTCTGCACAATTTAATTAAGGACCCTATAGTGTGCTGTAGGATAATAAAGCTTTTCCCCCAAAAAACAGGT 

Exon 34 



GAATACTTAAACTAATTCAAAGAGAGAAGAAAGCTTCCTGAAAGGTCATTTAATTGACTTTTGCTTTCCAGGTGTCAAAT 
rsl802965 

C (F1431L) Exon 34 

CAGACACTGAGCTTGTTCTTCACGGTTCTGCAAGATGTCCCAGTAAGAGATCTGAAACCAGCCATAGTGAAAGTCTATGA 
Exon 34 



TT ACT ACG AGACGGGT GAG T GAG AGTG ATTT T C ACGT AG AAAT AT TT AAT T CCTG AT C AC AG AAAT T CAGGTTT AGGAGA 
TGTGTTGGGGTTATTTATTACATTAAGTAATTACATTATCACTTCATTTTGTCTCCATCAAGTCTGATGCCCCTCTTTTT 
GTCTCTTATACATACATTATAGAAACAACCTACATTATAAATTTATCAACTACTAATACAAAACACCTGTGGGATATTTA 
GTTCCCTTTTCATCAGATAAATGGACTGTATGACAATATGAGATTTAAGTAAGTAGAACATCTGAAGAGTCCTTCAGGAG 
TTTGGGATAAAAGAATATATAAAACACTATATTTGAAAGGAGAATATAAGGTAGCAAGCAACACATCAGATGAATGATGC 
TTATGTTTCTGGTACAATACTGTTCTTCCCACAACAAACTCCTTCCTTGGCCTGTATCCCACAGATGTTTGCTTTCTTTC 

Exon 35 



TCACTTCATGTAATGATTTCTGGTTTTTTGTTGGTTTTTTTTTTTTCAGATGAGTTTGCAATTGCTGAGTACAATGCTCC 
Exon 35 



TTGCAGCAAAGGTAAGCCACTCACACTCCTCCAAAAGGCAGTCAGAGCTCCTTCAGCTTGCCCCCCAAACCTTCTCCTTC 
ATAAAACGCTGGGTAAATATTTGTCAAAAACATCAAATTACTCACACTGCACATTATTATAGAAAAACACATTTATTGGA 
GAGGGCCGCTGACTCTGTCAAACCTCAGAGAGTCCATAGGATTGCTTATGGGTAATGATTTGGAATAGATTTGGTTTCCC 
rs3180682 rsl805687 
T C 

ACTGTACTGATTAGGTTTCCTTGGGCACTATGCTACCCAGAACTAAGGGAAAGAATACTCTCTGCTCATGGAGACCCAAA 

rsll30840 
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CDS stop C Exon 36 



7 9041 TCTGTCTTAATTTTTTTTCTTTCCAATGTCACAGATCTTGGAAATGCTTGAAGACCACAAGGCTGAAAAGTGCTTTGCTG 

Exon 36 



rsl802966 
rsl049985 rs3190224 
T T C 

7 9121 GAGTCCTGTTCTCAGAGCTCCACAGAAGACACGTGTTTTTGTATCTTTAAAGACTTGATGAATAAACACTTTTTCTGGTC 

7 9201 AATGTCTTTCCCTGTTTCCTGTTCATTCAATAAAT ATCATTGTACATTTCCATATGATTCCCAAT AGAATACCAAGATTA 

7 9281 AACTTAAAGGAATCAAGTGCTGAAGGACTTCAGAATACAAAAAAATGATACAGTGATGTCGGTCTGAGTAGGCTTCATGT 

rsl805688 

C 

7 93 61 AAGGACTGTGGGGAAAGAAGAAAGTATTGGGTTATGTACTAGGAAAGTGTAAAGTGTGTTTGGTT ATGGGAATACCCTAT 

7 94 41 GAAAAAC CC AAAGGGTG AATTTT T AT G AG AAAAT AAAAGACTG ACT T C ACC AG AAAAG ACT TT TT ACAT T AAAATGAAGT 

rsl805667 

G 

7 9521 AGAATGAAATACAACATTGAACATGTCATATTGAGAGGCAAGAT AATTGGGACTTGACCTGAATTGGGAGTGATGTGTCC 
rs3026229 
A 

7 9 601 TATGTTACACCAAAATCTGCCACTGATGAGAGTGATCAGTCAGTTAACCTGGGGTTTCAG ATTCAAT AATAGATGAGCTG 

7 9 681 AAAAT AAT GAAGGG AGGAT T CATGCAGAAGC ACGTTTTCT CAG AAGAAGGAATGT GT AT GACTC AAAGTCCAAAT AGGAG 

797 61 TATTATATTGGATCATCTTTCTTCTGGAACTTTGAGCCAGGATTAAAGGATAGCTGTAAAGTCAAGGAGATATTCTGATG 

7 9841 CAG AAATCAGTTCT CACAACATCTG AT TGAT GT CT GATGT CT CACAAC AT CT CTTT AGT CTATTTT T AAAAT AT ATAATT 

7 9921 TT CT T TGCAGT AAGT AT TG CG ACAT AT ATTT CC AT T CT AT AG AAGGG G AAGCAAAACTT CAGG AGTTT TT G AAGT AGGAA 
80001 AGGT TAAAGCAGGAGG ATTGAGCCAAG AGAGT CTGAGGACAATCGT AGGAGT CCT ACT CTTC ATTT GG CACAAAAATGAC 

8 0081 AATGCTT AGTT AGGCAGAAGGTGAGT AT GGATTGT AT AAACTAAGAACT GG AAAAG ACT TT GCAGTTCAAGGAAT CCT T A 
80161 GCTCTGTCTCCAGGCTAGACAAAATAAGAAATAAAAGCTATCACTTCTGTGTGGTGCTTATAGAAT AGAATTAACATATC 
802 41 AGCATTATGG^aATCTTTAGGGTGTCGCTTTCCTGGCCAGTCTAGTGGCACCTTTGCCTGAGTTTTGCTCTGGGCCCACTG 
80321 GGCTGCTTCTGCCCACTCGCACTTGCTACCAACCTGGATCCCGGATCCAAGGGAGATTGAGACGGGTGGAGCAGAGGGGT 
80401 GTGCTAGGGGTGTGTGAGCAAGCGTGGCCACTGTGCAGTCACACACACAAGCTGCTGCCCAGGTTGGGCAGCTCC AGGTG 
80481 CCAGCACAGGCTCTCCATGAGGTGGCTGGACCAGGCACACAACAAACAGCTTCCCCCTGGACCAGGCGCATCACAAGCAG 
805 61 CTTCCAACAGTGGCACTGGCGAATGCAGTGACGCCAACCAGGGCCCCAAAGAGGGAGTCACAGCCCGGGCTCAAGGAGCT 
80 641 CCCAGGTCTGGGCTTCTCCGAGGGCCAGAGCTCTTCTCTCCCTGTGGGGAGCAAGGGGCATGTTGCAGCCCTGTTTGTGT 

807 21 TACAGCTCTTTTAACCTTGCTGTGCAGCTCCTCAGCTCCTGCATCAAGCAGACAAGTGGAGAATGAGACAGATGAAGAGG 

808 01 AGCATT ACT G AGC AATGGAACAG AAGGAT AAGGAAGAT G AAGAGGAAGGAG ACCT GC AG TT AG T AGCT CATTTCCAC AGT 
80881 AAGGATGTCCTTTCCACAGCAAGGGTGTCCCAACGAGTGTTCAGCTTCTAGCAGAACGGAGACCCTGGAGTGGCTGGCTC 

809 61 CTCTCTGCAAACAGGTCTTCCCATTGAGTGTTCAGCTTTCAGCAGAGAGGAGGTTCTGGAATGGGTAGTTTCTCTCCACA 
81041 GGTAGGTCATCCATTGTCTTCCCATCCTCTCTTCCAATCTAGCTGAGTCTGGGGGATTTTATGAGCCTCAGAGGGAGGAA 
81121 ATGCATGCTGATTGGTCCATGGGCAGCCATGAGTGGGCCCAGGGAGCAGCACCACAAGTTACCTCTCTGGTCTGCAGGCT 
81201 TCAAGCCCTCACCAGCTTGAGGGTGGGACTTCACTGGGGACCCATCCCCTTCCACCCAGGAACCTGTCTGCCTCCTGCTC 
81281 CCAGGCTGTTCATGCCAAGGAGCGCCTGCAAGTCAGTGTCCAGCTGTCTTCAGACCCCTCTCAGCCTCCCTCCCACGCTT 
81361 GTTGGTGCCCAAGTTCCAAAGGGGGCCGAGACGGCAGGGGGCTGGCGTATCAGCACTGTCCTGAGCGTGTGCACGCTCGG 
814 41 CCAGGCTGTGACAGTACCCAGGCTCGGCCCGACCTTGCTCTGAGTTCAGAGTGGGTGCTAACAGTGGAGAGAAGCCAGGC 
81521 AGCCGGAGTAGGCACCCTGGAGCCTGCAGTGGGCAGGGGACTTTGCTGGGCCTCTGAGAGCACAGAAAATGTCCACAGCC 
81601 GCGGCAAGGTGGCTGCAGCTGCACCCTGGGAGCTCCTGCTCCACCAGTTCGGAAGGGGCGGGGCTCCTGCTTGTCCCTGG 
81681 CTCACCTGCTCCTGAGTGTGCAGGTCCGGTGGCGCCTCCTTGCAGGCTGGGCTGATGGGCGGGGGCGGGGGGGGGGGGGG 
817 61 GGAGGAAGGGAATGTTCCAGGTCCTCCCTGGGCCCGGGACTGTGTCCGGGGCAGGGATGACGTCGCTGCAAGTTCTTCCC 
81841 GTGGCCCCGGGGCTCAGGGGCAGCCCAGGACTCTCCCTCGCCCGGCTCACGGCCCTGCCTGGGGGGCGCCTCCGGGAGCA 
81921 GATCACGAGCCCTGGGGCTCAGCCCTCAGGCGCGTCTAGCTCGGCGGTCACCCCAGTGCCGGGAGGACCCTGAAGACGCG 
82001 CCCCAGGCGGCCCTACTCAGAGCCTCCTCCCAAGGCCCAGGAATGCGGCGCTGTCGGAGGTGTGCGCGGTGGCCACACCG 
82081 CTGTCCGGGTCCCCAAAGCGGGCCCCGCTCCCACTTCTCGCCTTGGCCCCGAACCCTGGGTCCAGCCCCAGCGCTTTGTG 
82161 . TGCGAACACCGCTCCGCCCCGGACCCAGCTCCGCCTTGGGGCCCCTCTCTGCCTGCCCCTCCGTGCCCGACTACACTGCT 
822 41 TCCCCTCCGGCGGGCGACTCAGCCCGGTCCATCGTGGCGGCTTCCAGGGCGGCAGGCTCCGGGAGTACTCCCGGGGCCGG 
82321 CTCCAAGGACTGTTCCCCTCCTCCCCACTCCCACTCCGCGGCGGCGGCGGGCGAGAGCGGCGACATAGGGCCAGGGTCCG 
82 4 01 GAGCGGTGGAGGCTCCTGGCCGGGGAGCACGTCGCCCCACCCGGCAACGCGAGGATGGTGGCGGCGCAGTCGGCTGCTTT 
82 4 81 GGGGTCTCAAGGCACAGGGGACGCGAGGCACAGATGTCCCACAGCAGCCACTGCGGCTCCCGCAGCTGCTCCGCCGCCGC 
82561 "TGCCCGCCCCTCCCTGCTGCAGCTGGCGTGATGGCAGCGGCAGCTCTGGACGCCCCACTGCTGCCACCATCAGCCTTGTG 
82 641 AAATAGGTACTACCTTAACAAATGAAATTGAAGCAGAGACATGTAATTTGCCCAAAGTTACTAAGTTAGTGACAAAGCTA 
827 21 GAATTCAAGACCAAGAAGTCTAGCTTCCATGCTCTTAACTTCCAACCATGGTGACACCTCAAACAACTTCAGACAAAAAG 
82 801 GCCAGGAGAAAGTATATTTCAGAGCTTAATAAACATTATAATTAGCTGTCAAATTAAGTATCAAGCCAGGGCACAGAACA 
82 881 TAAAAGAAATCAGAGTATGGCT ATGGGAACAAGACAACAGGATTATAATTTTACCTCTTGGTTCTAGTTTTTTTCTTTGT 
82 961 TCATATGGAAATCGTTACTGAAAAGGTACTTTAAGGATATGCTTGTTGCAAATCATTAGCTGTATCACTGACCAAGAGTG 
83041 TTTATTCCTGAAATACTAACTGATTGCCTACTATCTGCCAGGCACAATATCCCATGCTATAATACAAAATTAAACAAAAT 
83121 AGGATTCCTCCCTTAGAAAAACTCACCGCAGAGTAAAAGAAAAAGATACACATCTGGGTCATTATAATGATCAGGTGCTC 
83201 AAGCTATTCATTGCCCCAGTGGACTGGAGATACAATGGCCTTCTCAAGTTTTGGGGTATTACACTCAAATTCATATGTAA 
83281 T ACTGGAGAAAAGGCCTAATT ACAACTTAAACTGGATTTCCCACCAGCCTGGTGGCATGGGAATCTTGGAATTAAAATTA 
833 61 CGTAGAATTTTTAAAAGTGATGTATCTTCTACATCTGATTTTGTGAACTGAAGTTTATTCTTTCCAGGAAAGCATATAGA 
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834 41 TACACGACAGGAAATGAAATGGATACTTGTTGGGGTCAGTTTTATGTATAGTTTGTATTTTATTTTGAAATATGATACAC 

83521 TGCTATTCTCTTGCATTTTCTTATATGTGACTCACCACTAACCCTATATTCCCCCATTTCAGGCCAGTTGGTCATAAGCA 

83601 TCCATTTGCCTCAGAGAATACTGGGTTGTTATGACAAGAATATAAAGTTGGAAAGAAATAGAATATTTGAGTCTACCCTG 

83 681 TAAGAATAAAAAGAATAAAAGGGGTTTAAATTT ATTTAG ACCCT ATTGTTTAATCAAGAATTCTGGCCAGGAGCAGTGGT 

8 37 61 TCATGCCTATAATCCCAATGCTTTAGGAGGCCAAGGCAGGAGGATCATTTGAGGCCAAGAGTTTGAGACCAGCCTGGGCA 

33841 AATTATTGCTCGGGAAAAAAAGGTCTTATTTAGTATTTTAGTCTTTACAATGTTTTTTTCTATTATGCAATATTCTCTCA 

83 921 AATACTTTATGTCCATCCACGTTGTCTGAGACATGCCACTTTAACATTCTAGTTATGCTGTAGCTGTCATTTTACCCTAA 

84 001 GCCGTTAGTAGT ACTGATCCACATAAAATTGGGCTGTTTAGGTGTTTAACTGTTTAAATGTATAATATATCTGATATATT 
84 081 TAT AT ATTGTATAAAAAATCACCTAACACAATAGATATTTACTATGTCTGCTATAAATATATATCATATAACATAT AACA 
84161 AT ATATTATAAATGATAATATACTATAATATAAAATATAATAAAT ATATTATAAATGTACAATATATCCGATATAAATAT 
84241 ATAAATATGTCAACTATATTATACATATAAATGTATATGTATAATATATACATATATGTATAATACAATGTATTTATTAT 
84 321 GT AT AT AT AT AAATGT AT AT G T AT AAT AT AT AAATGT AT AAT AT AT CT G AT AT AAAC AT AT C AGAT AT AT T AT CCAT CT A 
84 4 01 TTGTGTCAGGTGATTCTTTATACAATATATAAATATATCAGATATATTATCCATCTATTGTGTCAGGTGATTTTTTATAC 
8 4 4 81 AATATATAAATATATCAGATACATTATCCATCTATTGTGTCAGGTGATTTTTTATACAATATATAAATATATCAGATATA 
84 561 TTATCCATCTATTGTGTCAGGTGATTTTTTATACAATATACAAATATATCAGATATATTATCCATCTATTGTGTCAGGTG 
84 641 ATTTTTTATACAAT ATATAAATATATCAGATACATT ATCCATCTATTGTGTCAGGTGATTTTTTATACAATATATAAATA 
84 7 21 TATCAGATATATTATCCATCTATTGTGTCAGGTGATTTTTTATACAATATATAAATATATCAGATATATTATCCATCTAT 
84 801 TGTGT C AGGTG ATT T TTT AT AC AAT AT AT AAAT AT ATCAG AT AT ATT ACATAT CTATT GT GT CAGGT GAT TT C TT AT ACG 
84 881 AT AT AT AAAT AT AT C AGAT AT ATT AT CCAT CTATT GTGTCAGGT GAT TTT TT AT ACACTAT AT AAAT AT AT CAG AT ATAC 

84 961 TATACAGTTCAGCCCATCAAAGCACCATATTTTGGGGGGTTGGTTTCCGTGTCCCAACACTAGCTACGAAAATATTAGCT 
85041 ATTAGCTACCTATAACTCTTCAGTAGTAAATTCAAGAAACGTAAAGTAATTCTCTTCATTAAGTTCTTGCCTTGTCTACT 
85121 AAAAAAATGGTCATCACCGATGTGGACAATGAAGACCTGTGG^GTTAAAAGCTCTAACTAGTATGCCTCCAAGATTCTTT 
8 5201 GATTGCCTGCCATCATGATCGAAGAATAAATAACTTCTTTTTCATCTTATTTATTTATTTTTTGTAGAGATAGGGTCTCG 
85281 CT ATGCTGCCCAGGCTGGTCTCAAACTCCTGGGCTCAAGAGATCCTTCT ACTT AAGCCTCTCAAAGTGCTGGAATT ACAG 
8 5361 GGGTGAGTCACCACGACTGACCATTAATAATTTCTTTCAATGACACTTTAACATAGGCTCATTCATCTTTACCTCTAAAG 
854 41 AAAAGTCTTTCTGGTCTTTTTAAAATTATATTTTTTGGCCAGGCACAATGGCCAGGTGCGGTGGCTGACACCTGTAATCC 
85521 TAGC ACT TTGGG AGGC C AAGGT AGGAAGATT GCT T GAGGCCAGG AGTGCAAG ACCAACCTG GCAAACAT CTGGAAAAC AT 

85 601 AGCAAGGCCCCATCTCTATTAAAAAAAAATTAATTCTATTTTTCTAAGAGAAAAAAGATTCCCAATTCAACAACACTTTT 
85681 C AAAAACTTT AT CTGGC AGCTACT C AGG AGAT TG AG ATGGGAGG AT C ATATGAAGC CC AGG AATT CAAAACCAGTGTGGG 
857 61 CAACATAGTGAGATCCTATCTCATAAAAAAATAAAAAATAAAAAAAGCTTTACTTGGAATACAACCCATGACTCTGGTTA 
85841 T AAATACAAAATT CTT CAAATTC AT T T AAAGGAATTT AAT CCT AG CT T CT CGG ATG AAAAAAGGAAATAAT ATT C ACAAT 
85921 TTG ATCC ATCAT C AGT AG AC AAGTT AAATGTGTTT C ACAAAAG C AAG ACAT ATT AATTAAG CAAAAT C AT ATTCGAGT AA 
86001 C CAC AGGAAAT ATAAAT AT ACTGTCTCT T ACCT AG AGAAATCT TAT AGT CT AATTG TG AAGAT AGT CTTC AC GTGACGAA 
86081 AAAG AT C ATCATTAAT CC AAAACAT ATAAGTT AT AAAGAAGCG ACAT AT ACC AGC AAT T CT AAAAT CTGGTT AGCATCCT 
86161 TTGTAGAATTTATTTT AAAATGCAGAT ATCCAGGTCTCATCAAT AAAGATTTAATT AATTATTTTTGGGGATGTGCTCAG 

8 6321 AATGGCGCAATCTCAGCTCACTGCAACCTCTGCTCCCAGGTTCAAGCAATTCTTCTGCCTCAGCCTCCCTAGGAGCTGGA 

8 64 01 ACTATAGGCGCCCACCACCACGTTGGGCT AACAGGCATCTATGTTTTT AATGAACTCTGT AGGTGGTTCTATCATGCAGT 

864 81 T AGT TTT C AGAACC AT TC ACACTG ACAGT AAAGGCT AT TT AT T CC C AGC AGTTGAAAGAC CACT AAGG AC ACAGG AAT AG 

86561 TTAGCAAAGCT ACTT AAAG ATGCCAGGGCTGGGGCCGGGTGCG AT G<5CTCACGCCTGT AAT CCCAGCACTTTGGG AGG CC 

86641 AAGGTGGG C AGAT CAT GAGGTC AGGAGAT CGAG ACCATCCTGG CT AACAC AATGAAGCCCCGT CT CT ACAAAC AAACAAA 

86721 CAAACAAACAAAATACAAAAAATTAGCCGGATGTGGTGGCGGGCACCTGTAGTCCCAACTACTCGGGAGGCTGAGGCAGC 

8 6801 AGAATGGCTTGAACCCAGGAGGCGGAGCTTGCAGTGAGCCGAGATCACGCCACTGCACTCCAGCCTGGGCGACAGAGCGA 

8 6881 AACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAAAAAGATGCCAGGGCTGGCTGGGCACAGTGGCTCACACCTGTAACCC 

86961 CAACACTTTGGTTTGGGAGGCCAAGGCGGATGGATTGCTTGAGTTCAGGGGTTCAAGACCAGCCCAGGAAACATGGCAAA 

87 041 ACCTCATCTCTACCAAAAACACAAAAATTAGCCGGGCATAGTGGCATGCACCTGTGGTCCCAGCTACTCAGGAGGCTGAG 

87121 GTGGGAGGATAGCTGGAGCCTGGGAAGCTGCAGTGATCAGTGATCATGTCACCACACTCCAGCCTCGGTGACAGAGCAAG 

87201 AACCTGTCTCAACATACATACATGCATATATAAAATTAAACATAAAAACAAAAATAAATAAAGATGTCAGGGCTTATGTT 

87 281 GAACCTTAACTGAGAGCAAGATTCAAAAGACACTGAGGCTTATTTTTCTTTCTTATATCTATAGTTACACAGGGAGCTGT 

87 3 61 CTAATCTTGGATGTATCCAAGTTGATATCTGGTTTTATCCATTGAAACCCACAGTGAAAATGGTAAATAGGTGCTAGGTG 

87 441 TTTGGATTTTTTTAATCCAATGTAAGAATAAAACAATGGTATCCTAATAATGTCAAAGCAACATTGGTCATAAT CTAAGG 

87 521 AAATTGAATTCAT ATAGTACCAAATATATATTT AGCATTGTGCTAGGTGCTGAT ACATTCTAGATAAAAATATTACACAT 

87 601 GGGTAACCAAAACTGTCAAATGACATTTCAGGGCAAGATAT AATT AAGTACCAAAATCATTGGCATAGTCTTTAAGT ACT 

87 681 G TG AAATGT AGAG AAAGCT GAG AT G AAT GGCAGTGT AG AGAC AGAT GGCTTTGCAAAT CAT CT CAG ATG ACT AGCT ATCC 

87 7 61 AATGTGAGGACACTTCTCCCTCACCTTCAAACAAATGCTAAAGACGCCTGTTACTTAATCATATGAATATTCAATCTTGT 

87 841 ATCTAATGTGGTGGTATTCATAATACTCTGTATATGTTTTCATCTTACTGGACAAGTGTCTTCGAACTCATTTAAATGAA 

87 921 TTTAACCCCAGCTTTGTTTATGTATAGACTTCTTCAATCTCATAGTCTATTTGTCTCTTTGTACCCCACAGGCTTTCTTT 
88001 ATTCAGTAACACTGGTGATTTCTCTTATTTTCCTTAGCTTGAAAGATCTAGCCACGTGAGCAGGACAGAAGTGCACAACA 
88081 ACCATATCTTGATTTCTGTGGACCAGGTGGGGCCCCTGCCAGCCTTGCTAGACAGACCCAGGTGAACAGTCCTTCTAGGG 
8 8161 GATCTCATCACCAGGCAAGCACGTGGTACGAGAAGAGCAGTCATTAGGAAGGCCATTTGGAAAAGCACATCCTCTCTGTT 
8824 1 CACGTGAGATATTTTACATCCTCATTCCTCATCGCAAGCTTCCTGGGATTTGGAGTGTCACAGACAAGAGGGTTGGGGGA 
88321 GGCCAGTAGGTATGGATTTGTTTATATTAAAATGAGCAT ATGAATATTTATATGTTT ATATTAAAACATATATGTTTGTT 
8 84 01 TATATTACAATGAGCATATGAATATTTATATGTTTATATTAAAACATATATGTTTGTTTATATTAAAATGAGCATATGAA 

88 481 T AT T T CTGT AT ACTT CAG AT AAAC AT TCTTTT CCAT AAAT AAG CTT CATC ATCC AG AAGCCATGTTGAAAGTTGGT AAT C 
8 8561 AAGGAT AGGAAGTGTTTCC AAGGGTTGTCAGTGATTAAATCAACCTTACCTTAGCAT AC ATGTA 



